SEQUENCE hl§T%m 

<110> Wright, Sus^n <5, 
Larriek, James W. 
Nock, Stef fen R. 
Wilson, David S. 

<120> Cell-Killing Molecules and Methods of Use Thereof 

<130> ABSALUS-08602 

<160> 81 

<170> Patentln version 3.2 

<210> 1 

<2il> 314 

<2%2> PRT 

<213> Sue serofa 

<400> % 

Ala Lys Val Ala Val Leu Gly Ala Ser Gly Gly lie Gly Gin Pro Leu 
1 5 10 15 



Ser Leu Leu Leu Lys Asn Ser Pro Leu Val Ser Arg Leu Thr Leu Tyr 
20 25 30 



Asp lie Ala His Thr Pro Gly Val Ala Ala Asp Leu Ser His lie Glu 
35 40 45 



Thr Arg Ala Thr Val Lys Gly Tyr Leu Gly Pro Glu Gin Leu Pro Asp 
50 55 60 



Cys Leu Lys Gly Cys Asp Val Val Val lie Pro Ala Gly Val Pro Arg 
65 70 75 80 



Lys Pro Gly Met Thr Arg Asp Asp Leu Phe Asn Thr Asn Ala Thr He 
85 90 95 



Val Ala Thr Leu Thr Ala Ala Cys Ala Gin His Cys Pro Asp Ala Met 
100 105 110 

He Cys lie lie Ser Asn Pro Val Asn Ser Thr He Pro He Thr Ala 
115 120 125 



Glu Val Phe Lys Lys His Gly Val Tyr Asn Pro Asn Lys He Phe Gly 
130 135 140 



Val Thr Thr Leu Asp He Val Arg Ala Asn Ala Phe Val Ala Glu Leu 
145 150 155 160 



Lys Gly Leu Asp Pro Ala Arg Val Ser Val Pro Val lie Gly Gly His 
165 170 175 



Ala Gly Lys Thr lie lie Pro Leu lie Ser Gin Cys Thr Pro Lys Val 
180 185 190 



Asp Phe Pro Gin Asp Gin Leu Ser Thr Leu Thr Gly Arg lie Gin Glu 
195 200 205 



Ala Gly Thr Glu Val Val Lys Ala Lys Ala Gly Ala Gly Ser Ala Thr 
210 215 220 



Leu Ser Met Ala Tyr Ala Gly Ala Arg Phe Val Phe Ser Leu Val Asp 
225 230 235 240 



Ala Met Asn Gly Lys Glu Gly Val Val Glu Cys Ser Phe Val Lys Ser 
245 * 250 255 

Gin Glu Thr Asp Cys Pro Tyr Phe Ser Thr Pro Leu Leu Leu Gly Lys 
260 265 270 



Lys Gly lie Glu Lys Asn Leu Gly lie Gly Lys lie Ser Pro Phe Glu 
275 280 285 



Glu Lys Met lie Ala Glu Ala lie Pro Glu Leu Lys Ala Ser He Lys 
290 295 300 



Lys Gly Glu Glu Phe Val Lys Asn Met Lys 
305 310 



<210> 2 

<211> 72 

<212> PRT 

<213> Sus scrofa 

<400> 2 

Lys Ala Lys Ala Gly Ala Gly Ser Ala Thr Leu Ser Met Ala Tyr Ala 
15 10 15 

Gly Ala Arg Phe Val Phe Ser Leu Val Asp Ala Met Asn Gly Lys Glu 
20 25 30 



Gly Val Val Glu Cys Ser Phe Val Lys Ser Gin Glu Thr Asp Cys Pro 
35 40 45 



Tyr Phe Ser Thr Pro Leu Leu Leu Gly Lys Lys Gly He Glu Lys Asn 
50 55 60 



Leu Gly He Gly Lys He Ser Pro 
65 70 



<210> 3 

<211> 100 

<212> PRT 

<213> Sus scrofa 

<400> 3 



Lys Ala Lys Ala Gly Ala Gly Ser Ala Thr Leu Ser Met Ala Tyr Ala 
1 5 " 10 15 



Gly Ala Arg Phe Val Phe Ser Leu Val Asp Ala Met Asn Gly Lys Glu 
20 25 30 



Gly Val Val Glu Cys Ser Phe Val Lys Ser Gin Glu Thr Asp Cys Pro 
35 40 45 



Tyr Phe Ser Thr Pro Leu Leu Leu Gly Lys Lys Gly He Glu Lys Asn 
50 55 60 



Leu Gly He Gly Lys He Ser Pro Phe Glu Glu Lys Met He Ala Glu 
65 70 75 80 



Ala He Pro Glu Leu Lys Ala Ser He Lys Lys Gly Glu Glu Phe Val 
85 90 95 



Lys Asn Met Lys 
100 



<210> 4 

<211> 338 

<212> PRT 

<213> Homo sapiens 

<400> 4 

Met Leu Ser Ala Leu Ala Arg Pro Ala Ser Ala Ala Leu Arg Arg Ser 
1 5 10 15 

Phe Ser Thr Ser Ala Gin Asn Asn Ala Lys Val Ala Val Leu Gly Ala 
20 25" 30 



Ser Gly Gly He Gly Gin Pro Leu Ser Leu Leu Leu Lys Asn Ser Pro 
35 . 40 45 



Leu Val Ser Arg Leu Thr Leu Tyr Asp lie Ala His Thr Pro Gly Val 
50 55 60 



Ala Ala Asp Leu Ser His lie Glu Thr Lys Ala Ala Val Lys Gly Tyr 
65 70 75 ~ 80 



Leu Gly Pro Glu Gin Leu Pro Asp Cys Leu Lys Gly Cys Asp Val Val 
85 90 * 95 



Val lie Pro Ala Gly Val Pro Arg Lys Pro Gly Met Thr Arg Asp Asp 
100 105 ~ 110 



Leu Phe Asn Thr Asn Ala Thr lie Val Ala Thr Leu Thr Ala Ala Cys 
115 120 125 



Ala Gin His Cys Pro Glu Ala Met He Cys Val He Ala Asn Pro Val 
130 135 140 



Asn Ser Thr He Pro He Thr Ala Glu Val Phe Lys Lys His Gly Val 
145 150 155 160 



Tyr Asn Pro Asn Lys He Phe Gly Val Thr Thr Leu Asp He Val Arg 
165 170 175 



Ala Asn Thr Phe Val Ala Glu Leu Lys Gly Leu Asp Pro Ala Arg Val 
180 185 190 



Asn Val Pro Val He Gly Gly His Ala Gly Lys Thr He lie Pro Leu 
195 200 205 



He Ser Gin Cys Thr Pro Lys Val Asp Phe Pro Gin Asp Gin Leu Thr 
210 215 220 



Ala Leu Thr Gly Arg He Gin Glu Ala Gly Thr Glu Val Val Lys Ala 
225 230 235 240 

Lys Ala Gly Ala Gly Ser Ala Thr Leu Ser Met Ala Tyr Ala Gly Ala 

245 250 255 

Arg Phe Val Phe Ser Leu Val Asp Ala Met Asn Gly Lys Glu Gly Val 

260 265 270 



Val Glu Cys Ser Phe Val Lys Ser Gin Glu Thr Glu Cys Thr Tyr Phe 
275 280 285 



Ser Thr Pro Leu Leu Leu Gly Lys Lys Gly He Glu Lys Asn Leu Gly 
290 295 ~ ' 300 



-4- 



He Gly Lys Val Ser Ser Phe Glu Glu Lys Met He Ser Asp Ala He 
305 310 315 320 



Pro Glu Leu Lys Ala Ser He Lys Lys Gly Glu Asp Phe Val Lys Thr 
325 330 ^ 335 



Leu Lys 



<210> 5 

<211> 1017 

<212> DNA 

<213> Homo sapiens 

<400> 5 



atgctctccg 


ccctcgcccg 


gcctgccagc 


gctgctctcc 


gccgcagctt 


cagcacctcg 


60 


gcccagaaca 


atgctaaagt 


agctgtgcta 


ggggcctctg 


gaggcatcgg 


gcagccactt 


120 


tcacttctcc 


tgaagaacag 


ccccttggtg 


agccgcctga 


ccctctatga 


tatcgcgcac 


180 


acacccggag 


tggccgcaga 


tctgagccac 


atcgagacca 


aagccgctgt 


gaaaggctac 


240 


ctcggacctg 


aacagctgcc 


tgactgcctg 


aaaggttgtg 


atgtggtagt 


tattccggct 


300 


ggagtcccca 


gaaagccagg 


catgacccgg 


gacgacctgt 


tcaacaccaa 


tgccacgatt 


360 


gtggccaccc 


tgaccgctgc 


ctgtgcccag 


cactgcccgg 


aagccatgat 


ctgcgtcatt 


420 


gccaatccgg 


ttaattccac 


catccccatc 


acagcagaag 


ttttcaagaa 


gcatggagtg 


480 


tacaacccca 


acaaaatctt 


cggcgtgacg 


accctggaca 


tcgtcagagc 


caacaccttt 


540 


gttgcagagc 


tgaagggttt 


ggatccagct 


cgagtcaacg 


tccctgtcat 


tggtggccat 


600 


gctgggaaga 


ccatcatccc 


cctgatctct 


cagtgcaccc 


ccaaggtgga 


ctttccccag 


660 


gaccagctga 


cagcactcac 


tgggcggatc 


caggaggccg gcacggaggt 


ggtcaaggct 


720 


aaagccggag 


caggctetgc 


caccctctcc 


atggcgtatg 


ccggcgcccg 


ctttgtcttc 


780 


tcccttgtgg 


atgcaatgaa 


tggaaaggaa 


ggtgttgtgg aatgttcctt 


cgttaagtca 


840 


caggaaacgg 


aatgtaccta 


cttctccaca 


ccgctgctgc 


ttgggaaaaa 


gggcatcgag 


900 


aagaacctgg 


gcatcggcaa 


agtctcctct 


tttgaggaga 


agatgatctc 


ggatgccatc 


960 


cccgagctga 


aggcctccat 


caagaagggg 


gaagatttcg 


tgaagaccct 


gaagtga 


1017 



<210> 6 

<211> 72 

<212> PRT • 

<213> Homo sapiens 

<400> 6 

Lys Ala Lys Ala Gly Ala Gly Ser Ala Thr Leu Ser Met Ala Tyr Ala 
1 5 10 15 



Gly Ala Arg Phe Val Phe Ser Leu Val Asp Ala Met Asn Gly Lys Glu 
20 25 30 



Gly Val Val Glu Cys Ser Phe Val Lys Ser Gin Glu Thr Glu Cys Thr 
35 40 45 



Tyr Phe Ser Thr Pro Leu Leu Leu Gly Lys Lys Gly lie Glu Lys Asn 
50 55 60 



Leu Gly lie Gly Lys Val Ser Ser 
65 70 



<210> 7 

<211> 100 

<212> PRT 

<213> Homo sapiens 

<400> 7 

Lys Ala Lys Ala Gly Ala Gly Ser Ala Thr Leu Ser Met Ala Tyr Ala 
15 10 15 



Gly Ala Arg Phe Val Phe Ser Leu Val Asp Ala Met Asn Gly Lys Glu 
20 25 30 



Gly Val Val Glu Cys Ser Phe Val Lys Ser Gin Glu Thr Glu Cys Thr 
35 40 45 



Tyr Phe Ser Thr Pro Leu Leu Leu Gly Lys Lys Gly He Glu Lys Asn 
50 55 60 



Leu Gly He Gly Lys Val Ser Ser Phe Glu Glu Lys Met He Ser Asp 
65 70 75 80 



Ala He Pro Glu Leu Lys Ala Ser He Lys Lys Gly Glu Asp Phe Val 
85 90 95 



Lys Thr Leu Lys 
100 



<?1Q> 8 

<?X1> 361 

<212> PRT 

<213> Homo sapiens 

<400> 8 

Met Ala Ala Pro Arg Ala Gly Arg Gly Ala Gly Trp Ser Leu Arg Ala 
1 5 " ' " ' ~ 10 * 15 



Trp Arg Ala Leu Gly Gly lie Arg Trp Gly Arg Arg Pro Arg Leu Thr 
20 25 30 



Pro Asp Leu Arg Ala Leu Leu Thr Ser Gly Thr Ser Asp Pro Arg Ala 
35 40 45 



Arg Val Thr Ty;r Gly Thr Pro Ser Leu Trp Ala Arg keu Ser Val Gly 
50 55 60 



Val Thr Glu Pro Arg Ala Cys Leu Thr Ser Gly Thr Pro Gly Pro Arg 

65 70 75 80 

Ala Gin Leu Thr Ala Val Thr Pro Asp Thr Arg Thr Arg Glu Ala Ser 
85 90 *" 95 



Glu Asn Ser Gly Thr Arg Ser Arg Ala Trp Leu Ala Val Ala Leu Gly 
100 105 110 



Ala Gly Gly Ala Val Leu Leu Leu Leu Trp Gly Gly Gly Arg Gly Pro 
115 120 ~ 125 



Pro Ala Val Leu Ala Ala Val Pro Ser Pro Pro Pro Ala Ser Pro Arg 
130 135 140 

Ser Gin Tyr Asn Phe lie Ala Asp Val Val Glu Lys Thr Ala Pro Ala 
145 150 155 160 

Val Val Tyr lie Glu lie hen Asp Arg His Pro Phe Leu Gly Arg Glu 
165 J70 175 

Val Pro lie Ser Asn Gly Ser Gly Phe Val Val Ala Ala Asp Gly Leu 
180 185 190 

He Val Thr Asn Ala His Val Val Ala Asp Arg Arg Arg Val Arg Val 
195 200 205 



Arg Leu Leu Ser Gly Asp Thr Tyr Glu Ala Val Val Thr Ala Val Asp 
210 215 220 



Pro Val Ala Asp lie Ala Thr Leu Arg lie Gin Thr Lys Phe Gly Asn 
225 230 235 240 



Ser Gly Gly Pro Leu Val Asn Leu Asp Gly Glu Val lie Gly Val Asn 
245 250 255 

Thr Met Lys Val Thr Ala Gly lie Ser Phe Ala lie Pro Ser Asp Arg 
260 265 270 

Leu Arg Glu Phe Leu His Arg Gly Glu Lys Lys Asn Ser Ser Ser Gly 
275 280 ~ " 285 

lie Ser Gly Ser Gin Arg Arg Tyr lie Gly Val Met Met Leu Thr Leu 
290 295 300 

Ser Pro Arg Ala Gly Leu Arg Pro Gly Asp Val He Leu Ala He Gly 
305 310 315 320 

Glu Gin Met Val Gin Asn Ala Glu Asp Val Tyr Glu Ala Val Arg Thr 
325 330 335 

Gin Ser Gin Leu Ala Val Gin He Arg Arg Gly Arg Glu Thr Leu Thr 
340 345 * ~ 350 

Leu Tyr Val Thr Pro Glu Val Thr Glu 



<210> 9 

<2ll> 1086 

<212> DNA 

<213> Homo sapiens 

<400> 9 

atggctgcgc cgagggcggg gcggggtgca ggctggagcc ttcgggcatg gcgggctttg 60 

gggggcattc 9 ct 99999 a 9 gagaccccgt ttgacccctg acctccgggc cctgctgacg 120 

tcaggaactt ctgacccccg ggcccgagtg acttatggga cccccagtct ctgggcccgg 180 

ttgtctgttg gggtcactga accccgagca tgcctgacgt ctgggacccc gggtccccgg 240 

gcacaactga ctgcggtgac cccagatacc aggacccggg aggcctcaga gaactctgga 300 

acccgttcgc gcgcgtggct ggcggtggcg ctgggcgctg ggggggcagt gctgttgttg 3 60 

ttgtggggcg ggggtcgggg tcctccggcc gtcctcgccg ccgtccctag cccgccgccc 420 

gcttctcccc ggagtcagta caacttcatc gcagatgtgg tggagaagac agcacctgcc 480 

gtggtctata tcgagatcct ggaccggcac cctttcttgg gccgcgaggt ccctatctcg 540 

aacggctcag gattcgtggt ggctgccgat gggctcattg tcaccaacgc ccatgtggtg 600 



gctgatcggc 


gcagagtccg 


tgtgagactg 


ctaagcggcg 


acacgtatga 


ggccgtggtc 


660 


acagcugcgg 


accccguggc 


agacatcgca 


acgctgagga 


ttcagactaa 


gtttggaaac 


720 


tctggaggtc 


ccctggttaa 


cctggatggg 


gaggtgattg 


gagtgaacac 


catgaaggtc 


780 


acagctggaa 


tctcctttgc 


catcccttct 


gatcgtcttc 


gagagtttct 


gcatcgtggg 


840 


gaaaagaaga 


attcctcctc 


cggaatcagt 


gggtcccagc 


ggcgctacat 


tggggtgatg 


900 


atgctgaccc 


tgagtcccag 


ggctggtctg 


cggcctggtg 


atgtgatttt 


ggccattggg 


960 


gagcagatgg 


tacaaaatgc 


tgaagatgtt 


tatgaagctg 


ttcgaaccca 


atcccagttg 


1020 


gcagtgcaga 


tccggcgggg 


acgagaaaca 


ctgaccttat 


atgtgacccc 


tgaggtcaca 


1080 


gaatga 












1086 



<210> 10 

<211> 613 

<212> PRT 

<213> Homo sapiens 

<400> 10 

Met Phe Arg Cys Gly Gly Leu Ala Ala Gly Ala Leu Lys Gin Lys Leu 
1 5 10 15 



Val Pro Leu Val Arg Thr Val Cys Val Arg Ser Pro Arg Gin Arg Asn 
20 " 25 30 



Arg Leu Pro Gly Asn Leu Phe Gin Arg Trp His Val Pro Leu Glu Leu 
35 40 45 

Gin Met Thr Arg Gin Met Ala Ser Ser Gly Ala Ser Gly Gly Lys He 
50 55 60 



Asp Asn Ser Val Leu Val Leu He Val Gly Leu Ser Thr Val Gly Ala 
65 70 75 80 



Gly Ala Tyr Ala Tyr Lys Thr Met Lys Glu Asp Glu Lys Arg Tyr Asn 
85 90 * 95 

Glu Arg He Ser Gly Leu Gly Leu Thr Pro Glu Gin Lys Gin Lys Lys 
100 105 " 110 

Ala Ala Leu Ser Ala Ser Glu Gly Glu Glu Val Pro Gin Asp Lys Ala 
115 120 125 

Pro Ser His Val Pro Phe Leu Leu He Gly Gly Gly Thr Ala Ala Phe 
130 135 140 



-9^ 



Ala Ala Ala Arg Ser lie Arg Ala Arg Asp Pro Gly Ala Arg Val Leu 
145 150 155 " 160 



lie Val Ser Glu Asp Pro Glu Leu Pro Tyr Met Arg Pro Pro Leu Ser 
165 170 ~ 175 



Lys Glu Leu Trp Phe Ser Asp Asp Pro Asn Val Thr Lys Thr Leu Arg 
180 185 190 



Phe Lys Gin Trp Asn Gly Lys Glu Arg Ser lie Tyr Phe Gin Pro Pro 
195 200 205 



Ser Phe Tyr Val Ser Ala Gin Asp Leu Pro His lie Glu Asn Gly Gly 
210 215 220 



Val Ala Val Leu Thr Gly Lys Lys Val Val Gin Leu Asp Val Arg Asp 
225 230 235 240 



Asn Met Val Lys Leu Asn Asp Gly Ser Gin lie Thr Tyr Glu Lys Cys 
245 250 ~ 255 



Leu lie Ala Thr Gly Gly Thr Pro Arg Ser Leu Ser Ala lie Asp Arg 
260 265 270 



Ala Gly Ala Glu Val Lys Ser Arg Thr Thr Leu Phe Arg Lys lie Gly 
275 ~ 280 285 



Asp Phe Arg Ser Leu Glu Lys lie Ser Arg Glu Val Lys Ser lie Thr 
290 295 300 



lie lie Gly Gly Gly Phe Leu Gly Ser Glu Leu Ala Cys Ala Leu Gly 
305 310 315 320 



Arg Lys Ala Arg Ala Leu Gly Thr Glu Val lie Gin Leu Phe Pro Glu 
325 330 335 



Lys Gly Asn Met Gly Lys lie Leu Pro Glu Tyr Leu Ser Asn Trp Thr 
340 345 * 350 



Met Glu Lys Val Arg Arg Glu Gly Val Lys Val Met Pro Asn Ala He 
355 360 365 



Val Gin Ser Val Gly Val Ser Ser Gly Lys Leu Leu He Lys Leu Lys 
370 375 380 



Asp Gly Arg Lys Val Glu Thr Asp His He Val Ala Ala Val Gly Leu 
385 390 395 400 



-10- 



Glu Pro Asn Val Glu Leu Ala Lys Thr Gly Gly Leu Glu lie Asp Ser 
405 410 415 



Asp Phe Gly Gly Phe Arg Val Asn Ala Glu Leu Gin Ala Arg Ser Asn 
420 425 430 



lie Trp Val Ala Gly Asp Ala Ala Cys Phe Tyr Asp lie Lys Leu Gly 
435 440 445 



Arg Arg Arg Val Glu His His Asp His Ala Val Val Ser Gly Arg Leu 
450 455 460 



Ala Gly Glu Asn Met Thr Gly Ala Ala Lys Pro Tyr Trp His Gin Ser 
465 470 475 480 



Met Phe Trp Ser Asp Leu Gly Pro Asp Val Gly Tyr Glu Ala lie Gly 
485 490 ** * 495 



Leu Val Asp Ser Ser Leu Pro Thr Val Gly Val Phe Ala Lys Ala Thr 
500 505 510 



Ala Gin Asp Asn Pro Lys Ser Ala Thr Glu Gin Ser Gly Thr Gly lie 
515 520 . 525 



Arg Ser Glu Ser Glu Thr Glu Ser Glu Ala Ser Glu lie Thr lie Pro 
530 535 540 



Pro Ser Thr Pro Ala Val Pro Gin Ala Pro Val Gin Gly Glu Asp Tyr 
545 550 555 560 



Gly Lys Gly Val He Phe Tyr Leu Arg Asp Lys Val Val Val Gly He 
565 570 575 



Val Leu Trp Asn He Phe Asn Arg Met Pro He Ala Arg Lys He He 
580 585 590 



Lys Asp Gly Glu Gin His Glu Asp Leu Asn Glu Val Ala Lys Leu Phe 
595 600 605 



Asn He His Glu Asp 
610 



<210> 11 

<211> 1842 

<212> DNA 

<213> Homo sapiens 

<400> 11 



atgttccggt 


gtggaggcct 


ggcggcgggt 


gctttgaagc 


agaagctggt 


gcccttggtg 


^ ft 
O U 


cggaccgtgt 


gcgtccgaag 


cccgaggcag 


aggaaccggc 


tcccaggcaa 


cttgt tccag 




cgatggcatg 


tt cctctaga 


act ccagatg 


acaagacaaa 


tggctagctc 


tggtgcatca 


i q n 


gggggcaaaa 


tcgataattc 


tgtgttagtc 


ct tattgtgg 


get tatcaac 


agtaggagct 


*> ^ ft 


ggtgcctatg 


cctacaagac 


tatgaaagag 


gacgaaaaaa 


gatacaatga 


aagaatttca 


•3 n n 


gggttagggc 


tgacaccaga 


acagaaacag 


aaaaaggccg 


cgtcacccgc 


tt cagaagga 


~> e* r\ 

360 


gaggaag 1 1 c 


ct caagacaa 


ggcgccaagt 


catgttcctt 


tectgetaat 


tggtggaggc 


A O ft 


acagctgctt 


ttgctgcagc 


cagatccatc 


cgggctcggg 


atcctggggc 


cagggtactg 


/1 0 ft 
480 


at uguatcug 


aagatcctga 


gctgccgtac 


atgcgacctc 


ctctttcaaa 


agaactgtgg 


c yi ft 

54 0 


ttttcagatg 


acccaaatgt 


cacaaagaca 


ctgcgattca 


aacagtggaa 


tggaaaagag 


c ft ft 


agaagcatat 


atttccagcc 


accttctttc 


tatgtctctg 


ctcaggacct 


gectcatatt 


£T £T ft 


gagaatggtg 


gtgtggctgt 


cct cactggg 


aagaaggtag 


tacagctgga 


tgtgagagac 


72 0 


aacatggtga 


aacttaatga 


tggctctcaa 


ataacctatg 


aaaagtgctt 


gattgeaaca 


1 0 ft 

780 


ggaggtactc 


caagaagtct 


gcctgccatt: 


gatagggctg 


gagcagaggt 


gaagagtaga 


O A ft 

84 0 


acaacgcttt 


tcagaaagat 


tggagacttt 


agaagcttgg 


agaagatt tc 


3-cgggaagtc 


o ft ft 
900 


aaatcaatta 


cgattatcgg 


tgggggcttc 


cttggtagcg 


aactggcctg 


tgctcttggc 


960 


agaaaggctc 


gagccttggg 


cacagaagtg 


attcaactct 


tccccgagaa 


aggaaatatg 


102 0 


ggaaagatcc 


tccccgaata 


cctcagcaac 


tggaccatgg 


aaaaagtcag 


acgagagggg 


1080 


gttaaggtga 


tgcccaatgc 


tattgtgcaa 


tccgttggag 


tcagcagtgg 


caagttactt 


1 1 A ft 

1140 


atcaagctga 


aagacggcag 


gaaggtagaa 


actgaccaca 


tagtggcagc 


tgtgggcctg 


1200 


gagcccaatg 


ttgagttggc 


caagactggt 


ggcctggaaa 


tagactcaga 


ttttggtggc 


1260 


ttccgggtaa 


atgcagagct 


acaagcacgc 


tctaacatct 


gggtggcagg 


agatgetgea 


1320 


tgcttctacg 


atataaagtt 


gggaaggagg 


cgggtagagc 


accatgatca 


cgctgttgtg 


1380 


agtggaagat 


tggctggaga 


aaatatgact 


ggagctgcta 


ageegtactg 


gcatcagtca 


1440 


atgttctgga 


gtgatttggg 


ccccgatgtt 


ggctatgaag 


ctattggtct 


tgtggacagt 


1500 


agtttgccca 


cagttggtgt 


ttttgcaaaa 


gcaactgcac 


aagacaaccc 


caaatctgcc 


1560 


acagagcagt 


caggaactgg 


tatccgatca 


gagagtgaga 


cagagtccga 


ggcctcagaa 


1620 


attactattc 


ctcccagcac 


cccggcagtt 


ccacaggctc 


ccgtccaggg 


ggaggactac 


1680 



ggcaaaggtg tcatcttcta cctcagggac aaagtggtcg tggggattgt gctatggaac 174 0 
atctttaacc gaatgccaat agcaaggaag atcattaagg acggtgagca gcatgaagat 1800 
ctcaatgaag tagccaaact attcaacatt catgaagact ga 1842 

<210> 12 

<211> 186 

<?12> PRT 

<213> Homo sapiens 

<400> 12 

Met Lys Ser Asp Phe Tyr Phe Gin Lys Ser Glu Pro His Ser Leu Ser 
15 10 15 

Ser Glu Ala Leu Met Arg Arg Ala Val Ser Leu Val Thr Asp Ser Thr 
20 25 30 

Ser Thr Phe Leu Ser Gin Thr Thr Tyr Ala Leu He Glu Ala He Thr 
35 40 45 

Glu Tyr Thr Lys Ala Val Tyr Thr Leu Thr Ser Leu Tyr Arg Gin Tyr 
50 55 60 

Thr Ser Leu Leu Gly Lys Met Asn Ser Glu Glu Glu Asp Glu Val Trp 
65 70 75 80 

Gin Val He He Gly Ala Arg Ala Glu Met Thr Ser Lys His Gin Glu 
85 90 95 

Tyr lieu Lys Leu Glu Thr Thr Trp Met Thr Ala Val Gly Leu Ser Glu 
100 105 110 

Met Ala Ala Glu Ala Ala Tyr Gin Thr Gly Ala Asp Gin Ala Ser He 
115 120 125 

Thr Ala Arg Asn His He Gin Leu Val Lys Leu Gin Val Glu Glu Val 
130 135 140 

His Gin Leu Ser Arg Lys Ala Glu Thr Lys Leu Ala Glu Ala Gin He 
145 150 155 160 

Glu Glu Leu Arg Gin Lys Thr Gin Glu Glu Gly Glu Glu Arg Ala Glu 
165 170 175 

Ser Glu Gin Glu Ala Tyr Leu Arg Glu Asp 
180 185 



<210> 13 

<211> 561 

<212> DNA 

<213> Homo sapiens 

<400> 13 



a »->» 3 a 2 It 1 !" r~f 


dCCCCLdCLU 


ccagaaatca gagcctcatt 


cccttagtag tgaagcattg 


60 


atydgyagay 


cagcgcc u uc 


ggtaacagat 


agcacctcta 


cctttctctc 


tcagaccaca 


120 


LdCyCyCtyd 


L. LyddyCudL 


tactgaatat 


actaaggctg 


tx uataccuc 


aacttctctt 




taccgacaat 


atacaagttt 


acttgggaaa 


atgaattcag 


aggaggaaga 


tgaagtgtgg 


240 


caggtgatca 


taggagccag 


agctgagatg 


acttcaaaac 


accaagagta 


cttgaagctg 


300 


gaaaccactt 


ggatgactgc 


agttggtctt 


tcagagatgg 


cagcagaagc 


tgcatatcaa 


360 


actggcgcag 


atcaggcctc 


tataaccgcc 


aggaatcaca 


ttcagctggt 


gaaactgcag 


420 


gtggaagagg 


tgcaccagct 


ctcccggaaa gcagaaacca 


agctggcaga 


agcacagata 


480 


gaagagctcc 


gtcagaaaac 


acaggaggaa 


ggggaggagc 


gggctgagtc 


ggagcaggag 


540 


gcctacctgc 


gtgaggattg 


a 








561 



<210> 14 

<211> 782 

<212> PRT 

<213> Homo sapiens 

<400> 14 

Met Ala Pro His Arg Pro Ala Pro Ala Leu Leu Cys Ala Leu Ser Leu 
15 10 15 

Ala Leu Cys Ala Leu Ser Leu Pro Val Arg Ala Ala Thr Ala Ser Arg 
20 25 30 

Gly Ala Ser Gin Ala Gly Ala Pro Gin Gly Arg Val Pro Glu Ala Arg 
35 40 45 



Pro Asn Ser Met Val Val Glu His Pro Glu Phe Leu Lys Ala Gly Lys 
50 55 60 



Glu Pro Gly Leu Gin lie Trp Arg Val Glu Lys Phe Asp Leu Val Pro 
65 70 75 " 80 

Val Pro Thr Asn Leu Tyr Gly Asp Phe Phe Thr Gly Asp Ala Tyr Val 
85 90 95 

lie Leu Lys Thr Val Gin Leu Arg Asn Gly Asn Leu Gin Tyr Asp Leu 
100 105 110 



-14- 



His Tyr Trp Leu Gly Asn Glu Cys Ser Gin Asp Glu Ser Gly Ala Ala 
115 120 125 



Ala lie Phe Thr Val Gin Leu Asp Asp Tyr Leu Asn Gly Arg Ala Val 
130 135 140 



Gin His Arg Glu Val Gin Gly Phe Glu Ser Ala Thr Phe Leu Gly Tyr 
145 150 155 160 



Phe Lys Ser Gly Leu Lys Tyr Lys Lys Gly Gly Val Ala Ser Gly Phe 
165 170 175 



Lys His Val Val Pro Asn Glu Val Val Val Gin Arg Leu Phe Gin Val 
180 185 190 



Lys Gly Arg Arg Val Val Arg Ala Thr Glu Val Pro Val Ser Trp Glu 
195 200 205 



Ser Phe Asn Asn Gly Asp Cys Phe lie Leu Asp Leu Gly Asn Asn lie 
210 215 220 



His Gin Trp Cys Gly Ser Asn Ser Asn Arg Tyr Glu Arg Leu Lys Ala 
225 230 235 ~ 240 



Thr Gin Val Ser Lys Gly He Arg Asp Asn Glu Arg Ser Gly Arg Ala 
245 250 255 



Arg Val His Val Ser Glu Glu Gly Thr Glu Pro Glu Ala Met Leu Gin 
260 265 270 

Val Leu Gly Pro Lys Pro Ala Leu Pro Ala Gly Thr Glu Asp Thr Ala 
275 280 285 



Lys Glu Asp Ala Ala Asn Arg Lys Leu Ala Lys Leu Tyr Lys Val Ser 
290 295 300 



Asn Gly Ala Gly Thr Met Ser Val Ser Leu Val Ala Asp Glu Asn Pro 
305 310 315 320 

Phe Ala Gin Gly Ala Leu Lys Ser Glu Asp Cys Phe He Leu Asp His 
325 330 335 

Gly Lys Asp Gly Lys He Phe Val Trp Lys Gly Lys Gin Ala Asn Thr 
340 345 350 



Glu Glu Arg Lys Ala Ala Leu Lys Thr Ala Ser Asp Phe He Thr Lys 
355 360 365 
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Met Asp Tyr Pro Lys Gin Thr Gin Val Ser Val Leu Pro Glu Gly Gly 
370 375 380 



Glu Thr Pro Leu Phe Lys Gin Phe Phe Lys Asn Trp Arg Asp Pro Asp 
385 390 395 400 



Gin Thr Asp Gly Leu Gly Leu Ser Tyr Leu Ser Ser His lie Ala Asn 
405 410 415 



Val Glu Arg Val Pro Phe Asp Ala Ala Thr Leu His Thr Ser Thr Ala 
420 425 430 



Met Ala Ala Gin His Gly Met Asp Asp Asp Gly Thr Gly Gin Lys Gin 
435 * 440 " ' 445 



lie Trp Arg lie Glu Gly Ser Asn Lys Val Pro Val Asp Pro Ala Thr 
450 455 460 



Tyr Gly Gin Phe Tyr Gly Gly Asp Ser Tyr lie lie Leu Tyr Asn Tyr 
465 470 ~ 475 * 480 



Arg His Gly Gly Arg Gin Gly Gin lie lie Tyr Asn Trp Gin Gly Ala 
485 490 ~ 495 



Gin Ser Thr Gin Asp Glu Val Ala Ala Ser Ala lie Leu Thr Ala Gin 
500 505 510 



Leu Asp Glu Glu Leu Gly Gly Thr Pro Val Gin Ser Arg Val Val Gin 
515 520 525 

Gly Lys Glu Pro Ala His Leu Met Ser Leu Phe Gly Gly Lys Pro Met 
530 535 540 



lie lie Tyr Lys Gly Gly Thr Ser Arg Glu Gly Gly Gin Thr Ala Pro 
545 550 555 560 



Ala Ser Thr Arg Leu Phe Gin Val Arg Ala Asn Ser Ala Gly Ala Thr 
565 570 575 



Arg Ala Val Glu Val Leu Pro Lys Ala Gly Ala Leu Asn Ser Asn Asp 
580 585 590 



Ala Phe Val Leu Lys Thr Pro Ser Ala Ala Tyr Leu Trp Val Gly Thr 
595 600 " 605 
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Gly Ala Ser Glu Ala Glu Lys Thr Gly Ala Gin Glu Leu Leu Arg Val 
610 615 620 



Leu Arg Ala Gin Pro Val Gin Val Ala Glu Gly Ser Glu Pro Asp Gly 
625 630 635 640 



Phe Trp Glu Ala Leu Gly Gly Lys Ala Ala Tyr Arg Thr Ser Pro Arg 
645 650 655 



Leu Lys Asp Lys Lys Met Asp Ala His Pro Pro Arg Leu Phe Ala Cys 
660 665 670 



Ser Asn Lys He Gly Arg Phe Val He Glu Glu Val Pro Gly Glu Leu 
675 680 685 



Met Gin Glu Asp Leu Ala Thr Asp Asp Val Met Leu Leu Asp Thr Trp 
690 695 700 



Asp Gin Val Phe Val Trp Val Gly Lys Asp Ser Gin Glu Glu Glu Lys 
705 710 715 720 



Thr Glu Ala Leu Thr Ser Ala Lys Arg Tyr He Glu Thr Asp Pro Ala 
725 730 735 



Asn Arg Asp Arg Arg Thr Pro He Thr Val Val Lys Gin Gly Phe Glu 
740 745 750 



Pro Pro Ser Phe Val Gly Trp Phe Leu Gly Trp Asp Asp Asp Tyr Trp 
755 760 765 



Ser Val Asp Pro Leu Asp Arg Ala Met Ala Glu Leu Ala Ala 
770 775 780 



<210> 15 

<211> 2349 

<212> DNA 

<213> Homo sapiens 












<400> 15 
atggctccgc 


accgccccgc 


gcccgcgctg 


ctttgcgcgc 


tgtccctggc 


gctgtgcgcg 


60 


ctgtcgctgc 


ccgtccgcgc 


ggccactgcg 


tcgcgggggg 


cgtcccaggc 


gggggcgccc 


120 


caggggcggg 


tgcccgaggc 


gcggcccaac 


agcatggtgg 


tggaacaccc 


cgagttcctc 


180 


aaggcaggga 


aggagcctgg 


cctgcagatc 


tggcgtgtgg 


agaagttcga 


tctggtgccc 


240 


gtgcccacca 


acctttatgg 


agacttcttc 


acgggcgacg 


cctacgtcat 


cctgaagaca 


300 


gtgcagctga 


ggaacggaaa 


tctgcagtat 


gacctccact 


actggctggg 


caatgagtgc 


360 
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AT 4" AN AN 4" fi AN AN 4— 4~ 

yccccacccc 


cccay ccaca 


tcgccaacgt 


ggagcgggtg 


12 b 0 


/r /n an 4~ 4- an at fa at 

ccc cccgacg 


AN AN AT AN ^N fN AN /"^ A^l 4— 

ccgccacccc 


gcacaccccc 


actgecatgg 


ccgcccagca 


eggcatggat 


132 0 


gaegaeggea 


caggecagaa 


acagatctgg 


agaatcgaag 


gttccaacaa 


ggtgcccgtg 


13 80 


ft a op/^t" ptp< pi a 


CdLdLyydCd 


at 4~ 4- an 4~ ?a 4~ at at fa 

y ccccacyy a 


AT AT AN AT fa AN fa AT AN 4™ 

yyegacage c 


acaccac ccc 


gt acaac tac 


T /t /l A 

144 0 


pi pr ppTf fTfT \~ PI 

LyLLaLyyty 


/-» p« an pr p* pi o f~T/~T/~V 

yucyecayyy 


at an fa at ah a a ^ in 

y cay acaac c 


4~ fa 4" fa fa an 4- atatan 

cacaaccggc 


agggcgccca 


gcccacccag 


t c n A 
lb U 0 


y a. cy «yy c cy 


AN 4- pp ^ 4" 4~ AT AN 

Lcytatctyc 


an -a 4- an an 4- at fa an 4- 

caccccy acc 


AT AN 4" AN fi AT AN 4~ AT AT 

ycccagccgg 


fa 4- AT fa AT AT fa AT AN h 

aegaggagee 


gggaggcacc 


lob 0 


pp f- pr 4~ p* pa pr -a 

cctycccdyd 


at an /n/nJ- at 4~ rt/rh 

yccyty tyyt 


an an fa fa at at an fa fa at 

ccaayy caay 


gagcccgccc 


accccacgag 


cctgcctggt 


icon 
lb2 0 


ptatat fa a at an an an fa 

yggaay ccca 


4— at ^4- , an^4" _ an4- ^ 

tydLCaUCCa 


caagggegge 


accccccgcg 


^ggg^ggg^^ 


gacagcccct 


T £L Q A 
lb O 0 


gccagcaccc 


gcctcttcca 


ggtccgcgcc 


aacagegctg 


gagccacccg 


ggctgttgag 


174 0 


yLdLLyCCta 


^ggc tggtgc 


ac tgaact cc 


aacgatgect 


t tgttctgaa 


aaccccctca 


t o n n 
loOO 


gccgcc tacc 


tgtgggtggg 


tacaggagee 


agegaggcag 


agaagaeggg 


ggeccaggag 


1860 


ccgcccaggg 


tgc tgeggge 


ccaacctgtg 


caggtggcag 


aaggcagega 


gecagatgge 


1920 


c c c egggagg 


ccc tgggegg 


gaaggctgee 


taccgcacat 


ccccacggct 


gaaggacaag 


1 Q O A 

1980 


aagatggatg 


cccatcctcc 


tcgcctcttt 


gcctgctcca 


acaagattgg 


acgttttgtg 


2040 


.atcgaagagg 


ttcctggtga 


getcatgeag 


gaagacctgg 


caaeggatga 


egtcatgett 


2100 


ctggacacct 


gggaccaggt 


ctttgtctgg 


gttggaaagg 


attctcaaga 


agaagaaaag 


2160 


acagaagect 


tgacttctgc 


taageggtae 


ategagaegg 


acccagccaa 


tegggategg 


2220 
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eggacgccca tcaeegtggt gaagcaagge tttgagectc cctcefcttgt gggetggtte 
cttggctggg atgatgatta ctggtctgtg gaccccttgg acagggccat ggctgagctg 
gctgcctga 



2280 
2340 
2349 



<210> 16 

<211> 239 

<212> PRT 

<213> Homo sapiens 

<400> 16 

Met Ala His Ala Gly Arg Thr Gly Tyr Asp Asn Arg Glu lie Val Met 
15 10 15 



Lys Tyr lie His Tyr Lys Leu Ser Gin Arg Gly Tyr Glu Trp Asp Ala 
20 25 30 



Gly Asp Val Gly Ala Ala Pro Pro Gly Ala Ala Pro Ala Pro Gly lie 

35 40 45 

Phe Ser Ser Gin Pro Gly His Thr Pro His Thr Ala Ala Ser Arg Asp 
SO 55 60 



Pro Val Ala Arg Thr Ser Pro Leu Gin Thr Pro Ala Ala Pro Gly Ala 

65 70 75 80 

Ala Ala Gly Pro Ala Leu Ser Pro Val Pro Pro Val Val His Leu Thr 

85 90 95 



Leu Arg Gin Ala Gly Asp Asp Phe Ser Arg Arg Tyr Arg Arg Asp Phe 
100 105 110 

Ala Glu Met Ser Arg Gin Leu His Leu Thr Pro Phe Thr Ala Arg Gly 
115 120 125 

Arg Phe Ala Thr Val Val Glu Glu Leu Phe Arg Asp Gly Val Asn Trp 
130 135 140 

Gly Arg lie Val Ala Phe Phe Glu Phe Gly Gly Val Met Cys Val Glu 
145 150 155 160 

Ser Val Asn Arg Glu Met Ser Pro Leu Val Asp Asn lie Ala Leu Trp 
165 170 175 

Met Thr Glu Tyr Leu Asn Arg His Leu His Thr Trp lie Gin Asp Asn 
180 185 190 



-19- 



Gly Gly Trp Asp Ala Phe Val Glu Leu Tyr Gly Pro Ser Met Arg Pro 
195 200 205 



Leu Phe Asp Phe Ser Trp Leu Ser Leu Lys Thr Leu Leu Ser Leu Ala 
210 215 220 



Leu Val Gly Ala Cys lie Thr Leu Gly Ala Tyr Leu Gly His Lys 
225 230 235 



<210> 17 

<211> 720 

<212> DNA 

<213> Homo sapiens 



<400> 17 
atggcgcacg 


ctgggagaac 


agggtacgat 


aaccgggaga 


tagtgatgaa 


gtacatccat 


60 


tataagctgt 


cgcagagggg 


ctacgagtgg 


gatgcgggag 


atgtgggcgc 


cgcgcccccg 


120 


ggggccgccc 


ccgcgccggg 


catcttctcc 


tcgcagcccg 


ggcacacgcc 


ccatacagcc 


180 


gcatcccggg 


acccggtcgc 


caggacctcg 


ccgctgcaga 


ccccggctgc 


ccccggcgcc 


240 


gccgcggggc 


ctgcgctcag 


cccggtgcca 


cctgtggtcc 


acctgaccct 


ccgccaggcc 


300 


ggcgacgact 


tctcccgccg 


ctaccgccgc 


gacttcgccg 


agatgtccag 


gcagctgcac 


360 


ctgacgccct 


tcaccgcgcg 


gggacgcttt 


gccacggtgg 


tggaggagct 


cttcagggac 


420 


ggggtgaact 


gggggaggat 


tgtggccttc 


tttgagttcg 


gtggggtcat 


gtgtgtggag 


480 


agcgtcaacc 


gggagatgtc 


gcccctggtg 


gacaacatcg 


ccctgtggat 


gactgagtac 


540 


ctgaaccggc 


acctgcacac 


ctggatccag 


gataacggag 


gctgggatgc 


ctttgtggaa 


600 


ctgtacggcc 


ccagcatgcg 


gcctctgttt 


gatttctcct 


ggctgtctct 


gaagactctg 


660 


ctcagtttgg 


ccctggtggg 


agcttgcatc 


accctgggtg 


cctatctggg 


ccacaagtga 


720 



<210> 18 

<211> 164 

<2]L2> PRT 

<213> Homo sapiens 

<400> 18 

Met Asp Gly Ser Gly Glu Gin Pro Arg Gly Gly Gly Pro Thr Ser Ser 
1 5 10 15 



Glu Gin He Met Lys Thr Gly Ala Leu Leu Leu Gin Gly Phe He Gin 
20 35 30 



Asp Arg Ala Gly Arg Met Gly Gly Glu Ala Pro Glu Leu Ala Leu Asp 
35 40 45 
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Pro Val Pro Gin Asp Ala Ser Thr Lys Lys Leu Ser Glu Cys Leu Lys 
50 55 60 



Arg lie Gly Asp Glu Leu Asp Ser Asn Met Glu Leu Gin Arg Met He 
65 70 75 80 



Ala Ala Val Asp Thr Asp Ser Pro Arg Glu Val Phe Phe Arg Val Ala 
85 90 95 



Ala Asp Met Phe Ser Asp Gly Asn Phe Asn Trp Gly Arg Val Val Ala 
100 " 105 ** 110 



Leu Phe Tyr Phe Ala Ser Lys Leu Val Leu Lys Ala Gly Val Lys Trp 
115 120 " 125 



Arg Asp Leu Gly Ser Leu Gin Pro Leu Pro Pro Gly Phe Lys Arg Phe 
130 135 140 



Thr Cys Leu Ser He Pro Arg Ser Trp Asp Tyr Arg Pro Cys Ala Pro 
145 150 155 160 



Arg Cys Arg Asn 



<210> 19 

<211> 495 

<212> DNA 

<213> Homo sapiens 

<400> 19 



atggacgggt 


ccggggagca 


gcccagaggc 


ggggggccca 


ccagctctga 


gcagatcatg 


60 


aagacagggg 


cccttttgct 


tcagggtttc 


atccaggatc 


gagcagggcg aatggggggg 


120 


gaggcacccg 


agctggccct 


ggacccggtg 


cctcaggatg 


cgtccaccaa 


gaagctgagc 


180 


gagtgtctca 


agcgcatcgg 


ggacgaactg 


gacagtaaca 


tggagctgca 


gaggatgatt 


240 


gccgccgtgg 


acacagactc 


cccccgagag 


gtctttttcc 


gagtggcagc 


tgacatgttt 


300 


tctgacggca 


acttcaactg 


gggccgggtt 


gtcgcccttt 


tctactttgc 


cagcaaactg 


360 


gtgctcaagg 


ctggcgtgaa 


atggcgtgat 


ctgggctcac 


tgcaacctct 


gcctcctggg 


420 


ttcaagcgat 


tcacctgcct 


cagcatccca 


aggagctggg 


attacaggcc 


ctgtgcacca 


480 


aggtgccgga 


actga 










495 
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<210> 20 

<211> 168 

<212> PRT 

<213> Homo sapiens 

<400> 20 

Met Phe Gin lie Pro Glu Phe Glu Pro Ser Glu Gin Glu Asp Ser Ser 
15 10 15 

Ser Ala Glu Arg Gly Leu Gly Pro Ser Pro Ala Gly Asp Gly Pro Ser 
20 25 30 

Gly Ser Gly Lys His His Arg Gin Ala Pro Gly Leu Leu Trp Asp Ala 
35 40 45 

Ser His Gin Gin Glu Gin Pro Thr Ser Ser Ser His His Gly Gly Ala 
50 55 60 

Gly Ala Val Glu lie Arg Ser Arg His Ser Ser Tyr Pro Ala Gly Thr 
65 70 ~ 75 80 

Glu Asp Asp Glu Gly Met Gly Glu Glu Pro Ser Pro Phe Arg Gly Arg 
85 90 95 

Ser Arg Ser Ala Pro Pro Asn Leu Trp Ala Ala Gin Arg Tyr Gly Arg 
100 105 110 

Glu Leu Arg Arg Met Ser Asp Glu Phe Val Asp Ser Phe Lys Lys Gly 
115 * 120 ^ 125 

Leu Pro Arg Pro Lys Ser Ala Gly Thr Ala Thr Gin Met Arg Gin Ser 
130 135 140 

Ser Ser Trp Thr Arg Val Phe Gin Ser Trp Trp Asp Arg Asn Leu Gly 
145 150 155 ~ 160 

Arg Gly Ser Ser Ala Pro Ser Gin 
165 

<210> 21 

<211> 507 

<212> DNA 

<213> Homo sapiens 

<400> 21 

atgttccaga tcccagagtt tgagccgagt gagcaggaag actccagctc tgcagagagg 60 

ggcctgggcc ccagccccgc aggggacggg ccctcaggct ccggcaagca tcatcgccag 120 

gccccaggcc tcctgtggga cgccagtcac cagcaggagc agccaaccag cagcagccat 180 

^22- 



catggaggcg 


ctggggctgt 


ggagatccgg 


agtcgccaca 


gctcctaccc 


cgcggggaeg 


240 


gaggacgacg 


aagggatggg 


ggaggagccc 


agcccctttc 


ggggccgctc 


gcgctcggcg 


300 


ccccccaacc 


tctgggcagc 


acagcgctat 


ggccgcgagc 


tccggaggat 


gagtgacgag 


360 


tttgtggact 


cctttaagaa 


gggacttcct 


cgcccgaaga 


gcgcgggcac 


agcaacgcag 


420 


atgcggcaaa 


gctccagctg 


gacgcgagtc 


ttccagtcct 


ggtgggatcg 


gaacttgggc 


480 


aggggaagct 


ccgccccctc 


ccagtga 








507 



<210> 22 

<211> 241 

<212> PRT 

<213> Homo sapiens 

<400> 22 

Met Cys Ser Gly Ala Gly Val Met Met Ala Arg Trp Ala Ala Arg Gly 
1 5 10 15 

Arg Ala Gly Trp Arg Ser Thr Val Arg lie Leu Ser Pro Leu Gly His 
20 25 30 



Cys Glu Pro Gly Val Ser Arg Ser Cys Arg Ala Ala Gin Ala Met Asp 
35 40 45 



Cys Glu Val Asn Asn Gly Ser Ser Leu Arg Asp Glu Cys lie Thr Asn 
50 55 60 



Leu Leu Val Phe Gly Phe Leu Gin Ser Cys Ser Asp Asn Ser Phe Arg 
65 70 75 *" 80 



Arg Glu Leu Asp Ala Leu Gly His Glu Leu Pro Val Leu Ala Pro Gin 
85 90 95 



Trp Glu Gly Tyr Asp Glu Leu Gin Thr Asp Gly Asn Arg Ser Ser His 
100 105 110 



Ser Arg Leu Gly Arg lie Glu Ala Asp Ser Glu Ser Gin Glu Asp lie 
115 120 125 



lie Arg Asn lie Ala Arg His Leu Ala Gin Val Gly Asp Ser Met Asp 
130 135 140 



Arg Ser lie Pro Pro Gly Leu Val Asn Gly Leu Ala Leu Gin Leu Arg 

145 150 155 160 

Asn Thr Ser Arg Ser Glu Glu Asp Arg Asn Arg Asp Leu Ala Thr Ala 

165 170 ~ 175 



43- 



Leu Glu Gin Leu Leu Gin Ala Tyr Pro Arg Asp Met Glu Lys Glu Lys 
180 * 185 ~ 190 



Thr Met Leu Val Leu Ala Leu Leu Leu Ala Lys Lys Val Ala Ser His 
195 200 J 205 

Thr Pro Ser Leu Leu Arg Asp Val Phe His Thr Thr Val Asn Phe lie 
210 215 220 

Asn Gin Asn Leu Arg Thr Tyr Val Arg Ser Leu Ala Arg Asn Gly Met 
225 230 235 ~ 240 

Asp 

<210> 23 

<211> 726 

<212> DNA 

<213> Homo sapiens 



<400> 23 
atgtgcagcg 


gtgctggggt 


catgatggct 


cggtgggcag 


cgaggggccg 


ggccggctgg 


60 


aggagcacag 


tgcggattct 


gtcgccactg 


ggacactgtg 


aaccaggagt 


gagtcggagc 


120 


tgccgcgctg 


cccaggccat 


ggactgtgag 


gtcaacaacg 


gttccagcct 


cagggatgag 


180 


tgcatcacaa 


acctactggt 


gtttggcttc 


ctccaaagct 


gttctgacaa 


cagcttccgc 


240 


agagagctgg 


acgcactggg 


ccacgagctg 


ccagtgctgg 


ctccccagtg 


ggagggctac 


300 


gatgagctgc 


agactgatgg 


caaccgcagc 


agccactccc 


gcttgggaag 


aatagaggca 


360 


gattctgaaa 


gtcaagaaga 


catcatccgg 


aatattgcca 


ggcacctcgc 


ccaggtcggg 


420 


gacagcatgg 


accgtagcat 


ccctccgggc 


ctggtgaacg 


gcctggccct 


gcagctcagg 


480 


aacaccagcc 


ggtcggagga ggaccggaac 


agggacctgg 


ccactgccct 


ggagcagctg 


540 


ctgcaggcct 


accctagaga 


catggagaag 


gagaagacca 


tgctggtgct 


ggccctgctg 


600 


ctggccaaga 


aggtggccag 


tcacacgccg 


tccttgctcc 


gtgatgtctt 


tcacacaaca 


660 


gtgaatttta 


ttaaccagaa 


cctacgcacc 


tacgtgagga 


gcttagccag 


aaatgggatg 


720 


gactga 












726 
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*21Q> 24 

<211> 297 

<2X2> PRT 

<213> Homo sapiens 

<400> 24 

Met Arg Ala Leu Arg Ala Gly Leu Thr Leu Ala Ser Gly Ala Gly Leu 
15 10 15 



Gly Ala Val Val Glu Gly Trp Arg Arg Arg Arg Glu Asp Ala Arg Ala 
20 25 30 



Ala Leu Gly Leu Leu Gly Arg Leu Pro Val Leu Pro Val Ala Ala Ala 
35 40 45 



Ala Glu Leu Pro Pro Val Pro Gly Gly Pro Arg Gly Pro Gly Glu Leu 
50 55 60 

Ala Lys Tyr Gly Leu Pro Gly Leu Ala Gin Leu Lys Ser Arg Glu Ser 
65 70 75 B0 

Tyr Val Leu Gys Tyr Asp Pro Arg Thr Arg Gly Ala Leu Trp Val Val 
85 " 90 95 



Glu Gin Leu Arg Pro Glu Arg Leu Arg Gly Asp Gly Asp Arg Arg Glu 
100 105 110 



Cys Asp Phe Arg Glu Asp Asp Ser Val His Ala Tyr His Arg Ala Thr 
115 120 125 



Asn Ala Asp Tyr Arg Gly Ser Gly Phe Asp Arg Gly His Leu Ala Ala 
130 135 140 

Ala Ala Asn His Arg Trp Ser Gin Lys Ala Met Asp Agp Thr Phe Tyr 
145 150 155 160 

Leu Ser Lys Val Ala Pro Gin Val Pro His Leu Asn Gin Asn Ala Trp 
165 170 175 

Asn Asn Leu Glu Lys Tyr Ser Arg Ser Leu Thr Arg Ser Tyr Gin Asn 
ISO 185 190 

Val Tyr Val Cys Thr Gly Pro Leu Phe Leu Pro Arg Thr Glu Ala Asp 
195 200 205 



Gly Lys Ser Tyr Val Lys Tyr Gin Val lie Gly Lys Asn His Val Ala 
210 215 220 



Val Pro Thr His Phe Phe Lys Val Leu He Leu Glu Ala Ala Gly Gly 
225 230 235 240 



Gin He Glu Leu Arg Thr Tyr Val Met Pro Asn Ala Pro Val Asp Glu 
245 250 255 

Ala He Pro Leu Glu Arg Phe Leu Val Pro He Glu Ser He Glu Arg 
260 265 270 

Ala Ser Gly Leu Leu Phe Val Pro Asn He Leu Ala Arg Ala Gly Ser 
275 280 285 

Leu Lys Ala He Thr Ala Gly Ser Lys 
290 295 

<210> 25 

<211> 894 

<212> DNA 

<213> Homo sapiens 



<40G> 25 



atgcgggcgc 


tgcgggccgg 


cctgaccctg 


gegtcgggcg 


cggggctggg 


tgcggtcgtc 


60 


gagggctggc 


99cggcggcg 


99 a 99 a cgcg 


cgggcggcgc 


tgggactgct 


gggccggctg 


120 


cccgtgctgc 


ccgtggcggc 


ggcagccgag 


ttgccccctg 


tgcccggggg 


accccgcggc 


180 


ccgggcgagt 


tggccaagta 


cgggctgccg 


gggctggcgc 


agctcaagag 


ccgcgagtcg 


240 


tacgtgctgt 


gctacgaccc 


gcgcacccgc 


ggcgcgctct 


gggtggtgga 


gcagctgcga 


300 


cccgagcgtc 


tccgcggcga 


cggcgaccgg 


cgcgagtgcg 


acttccgcga 


ggacgactcg 


360 


gtgcacgcgt 


accaccgtgc 


caccaacgcc 


gactaccgcg 


gcagtggctt 


cgaccgcggt 


420 


cacctggccg 


ccgccgccaa 


ccaccgctgg 


agccagaagg 


ccatggacga 


cacgttctac 


480 


ctgagcaaag 


tcgcgcccca 


ggtgccccac 


ctcaaccaga 


atgcctggaa 


caacctggag 


540 


aaatatagcc 


gcagcttgac 


ccgcagctac 


caaaacgtct 


atgtctgcac 


agggccactc 


600 


ttcctgccca 


ggacagaggc 


tgatgggaaa 


tcctacgtaa 


agtaccaggt 


catcggcaag 


660 


aaccacgtgg 


cagtgcccac 


acacttcttc 


aaggtgctga 


tcctggaggc 


agcaggtggg 


720 


caaattgagc 


tccgcaccta 


cgtgatgccc 


aacgcacctg 


tggatgaggc 


catcccactg 


780 


gagcgcttcc 


tggtgcccat 


cgagagcatt 


gagcgggctt 


cggggctgct 


ctttgtgcca 


840 


aacatcctgg 


cgcgggcagg 


cagcctcaag 


gccatcacgg 


cgggcagtaa 


gtga 


894 



-26. 



<2U> 338 
<212> PRT 
<213> Homo sapiens 

<400> 26 

Met Leu Gin Lys Pro Lys Ser Val Lys Leu Arg Ala Leu Arg Ser Pro 
15 10 15 



Arg Lys Phe Gly Val Ala Gly Arg Ser Cys Gin Glu Val Leu Arg Lys 
20 25 30 



Gly Cys Leu Arg Phe Gin Leu Pro Glu Arg Gly Ser Arg Leu Cys Leu 
35 4Q * 45 



Tyr Glu Asp Gly Thr Glu Leu Thr Glu Asp Tyr Phe Pro Ser Val Pro 
50 55 60 



Asp Asn Ala Glu Leu Val Leu Leu Thr Leu Gly Gin Ala Trp Gin Gly 
65 70 75 80 

Tyr Val Ser Asp lie Arg Arg Phe Leu Ser Ala Phe His Glu Pro Gin 
85 90 95 



Val Gly Leu lie Gin Ala Ala Gin Gin Leu Leu Cys Asp Glu Gin Ala 
100 105 ' 110 



Pro Gin Arg Gin Arg Leu Leu Ala Asp Leu Leu His Asn Val Ser Gin 
115 120 125 



Asn lie Ala Ala Glu Thr Arg Ala Glu Asp Pro Pro Trp Phe Glu Gly 
130 135 140 



Leu Glu Ser Arg Phe Gin Ser Lys Ser Gly Tyr Leu Arg Tyr Ser Cys 
145 150 * 155 ^ ' 160 



Glu Ser Arg lie Arg Ser Tyr Leu Arg Glu Val Ser Ser Tyr Pro Ser 
165 * 170 175 



Thr Val Gly Ala Glu Ala Gin Glu Glu Phe Leu Arg Val Leu Gly Ser 
180 185 190 



Met Cys Gin Arg Leu Arg Ser Met Gin Tyr Asn Gly Ser Tyr Phe Asp 
195 200 205 



Arg Gly Ala Lys Gly Gly Ser Arg Leu Cys Thr Pro Glu Gly Trp Phe 
210 215 ' 220 



47- 



Ser Cys Gin Gly Pro Phe Asp Met Asp Ser Cys Leu Ser Arg His Ser 
225 230 235 240 



lie Asn Pro Tyr Ser Asn Arg Glu Ser Arg lie Leu Phe Ser Thr Trp 
245 250 255 

Asn Leu Asp His lie lie Glu Lys Lys Arg Thr lie lie Pro Thr Leu 
260 265 270 

Val Glu Ala He Lys Glu Gin Asp Gly Arg Glu Val Asp Trp Glu Tyr 
275 280 285 

Phe Tyr Gly Leu Leu Phe Thr Ser Glu Asn Leu Lys Leu Val His He 
290 295 300 

Val Cys His Lys Lys Thr Thr His Lys Leu Asn Cys Asp Pro Ser Arg 
305 310 315 320 

He Tyr Lys Pro Gin Thr Arg Leu Lys Arg Lys Gin Pro Val Arg Lys 
325 330 335 

Arg Gin 



<210> 27 

<211> 1017 

<212> DNA 

<213> Homo sapiens 

<400> 27 

atgctccaga agcccaagag cgtgaagctg cgggccctgc gcagcccgag gaagttcggc 60 

gtggctggcc ggagctgcca ggaggtgctg cgcaagggct gtctccgctt ccagctccct 120 

gagcgcggtt cccggctgtg cctgtacgag gatggcacgg agctgacgga agattacttc 180 

cccagtgttc ccgacaacgc cgagctggtg ctgctcacct tgggccaggc ctggcagggc 24 0 

tatgtgagcg acatcaggcg cttcctcagt gcatttcacg agccacaggt ggggctcatc 3 00 

caggccgccc agcagctgct gtgtgatgag caggccccac agaggcagag gctgctggct 3 60 

gacctcctgc acaacgtcag ccagaacatc gcggccgaga cccgggctga ggacccgccg 420 

tggtttgaag gcttggagtc ccgatttcag agcaagtctg gctatctgag atacagctgt 4 80 

gagagccgga tccggagtta cctgagggag gtgagctcct acccctccac ggtgggtgcg 540 

gaggctcagg aggaattcct gcgggtcctc ggctccatgt gccagaggct ccggtccatg 600 

cagtacaatg gcagctactt cgacagagga gccaagggcg gcagccgcct ctgcacaccg 660 

gaaggctggt tctcctgcca gggtcccttt gacatggaca gctgcttatc aagacactcc 720 

~28- 



dtCddLLCtt 


acaguaacag 


ggagagcagg 


acccccc cca 


gcacctggaa 


cctggatcac 


Ton 
780 


ataatagaaa 


agaaacgcac 


catcattcct 


acactggtgg 


aagcaattaa 


ggaacaagat 


840 


ggaagagaag 


tggactggga 


gtatttttat 


ggcctgcttt 


ttacctcaga 


gaacctaaaa 


900 


ctagtgcaca 


ttgtctgcca 


taagaaaacc 


acccacaagc 


tcaactgtga 


cccaagcaga 


960 


atctacaaac 


cccagacaag 


gttgaagcgg aagcagcctg tgcggaaacg ccagtga 


1017 



<210> 28 

<211> 331 

<212> PRT 

<213> Homo sapiens 

<400> 28 

Met Glu Val Thr Gly Asp Ala Gly Val Pro Glu Ser Gly Glu He Arg 
15 10 15 



Thr Leu Lys Pro Cys Leu Leu Arg Arg Asn Tyr Ser Arg Glu Gin His 
20 25 30 



Gly Val Ala Ala Ser Cys Leu Glu Asp Leu Arg Ser Lys Ala Cys Asp 
35 40 45 



He Leu Ala He Asp Lys Ser Leu Thr Pro Val Thr Leu Val Leu Ala 
50 55 60 



Glu Asp Gly Thr He Val Asp Asp Asp Asp Tyr Phe Leu Cys Leu Pro 
65 70 75 * 80 



Ser Asn Thr Lys Phe Val Ala Leu Ala Ser Asn Glu Lys Trp Ala Tyr 
85 90 " 95 



Asn Asn Ser Asp Gly Gly Thr Ala Trp He Ser Gin Glu Ser Phe Asp 
100 105 110 

Val Asp Glu Thr Asp Ser Gly Ala Gly Leu Lys Trp Lys Asn Val Ala 
115 120 125 

Arg Gin Leu Lys Glu Asp Leu Ser Ser He He Leu Leu Ser Glu Glu 
130 135 140 



Asp Leu Gin Met Leu Val Asp Ala Pro Cys Ser Asp Leu Ala Gin Glu 
145 150 155 ~ 160 



Leu Arg Gin Ser Cys Ala Thr Val Gin Arg Leu Gin His Thr Leu Gin 
165 170 175 



-29- 



Gin Val Leu Asp Gin Arg Glu Glu Val Arg Gin Ser Lys Gin Leu Leu 
180 185 ~ * 190 



Gin Leu Tyr Leu Gin Ala Leu Glu Lys Glu Gly Ser Leu Leu Ser Lys 
195 200 205 



Gin Glu Glu Ser Lys Ala Ala Phe Gly Glu Glu Val Asp Ala Val Asp 
210 215 220 



Thr Gly lie Ser Arg Glu Thr Ser Ser Asp Val Ala Leu Ala Ser His 
225 230 235 240 



lie Leu Thr Ala Leu Arg Glu Lys Gin Ala Pro Glu Leu Ser Leu Ser 
245 * 250 255 



Ser Gin Asp Leu Glu Leu Val Thr Lys Glu Asp Pro Lys Ala Leu Ala 
260 265 270 



Val Ala Leu Asn Trp Asp lie Lys Lys Thr Glu Thr Val Gin Glu Ala 
275 280 285 



Cys Glu Arg Glu Leu Ala Leu Arg Leu Gin Gin Thr Gin Ser Leu His 
290 295 300 



Ser Leu Arg Ser lie Ser Ala Ser Lys Ala Ser Pro Pro Gly Asp Leu 
305 310 315 " 320 



Gin Asn Pro Lys Arg Ala Arg Gin Asp Pro Thr 
325 330 



<210> 29 

<211> 996 

<212> DNA 

<213> Homo sapiens 












<400> 29 
atggaggtga 


ccggggacgc 


cggggtacca 


gaatctggcg 


agatccggac 


tctaaagccg 


60 


tgtctgctgc 


gccgcaacta 


cagccgcgaa 


cagcacggcg 


tggccgcctc 


ctgcctcgaa 


120 


gacctgagga 


gcaaggcctg 


tgacattctg 


gccattgata 


agtccctgac 


accagtcacc 


180 


ctggtcctgg 


cagaggatgg 


caccatagtg 


gatgatgacg 


attactttct 


gtgtctacct 


240 


tccaatacta 


agtttgtggc 


attggctagt 


aatgagaaat 


gggcatacaa 


caattcagat 


300 


ggaggtacag 


cttggatttc 


ccaagagtcc 


tttgatgtag 


atgaaacaga 


cagcggggca 


360 


gggttgaagt 


ggaagaatgt 


ggccaggcag 


ctgaaagaag 


atctgtccag 


catcatcctc 


420 


ctatcagagg 


aggacctcca 


gatgcttgtt 


gacgctccct 


gctcagacct 


ggctcaggaa 


480 



etacgtcaga gttgtgecac 


cgtccagcgg 


ctgeagcaca 


cactccaaca ggtgcttgae 


c a n 


caaagagagg 


aagtgcgtca 


gtccaagcag 


ctcctgcagc 


tgtacctcca 


ggctttggag 


£ 0 fi 

ouu 


aaagagggca 


gcctcttgtc 


aaagcaggaa gagtccaaag 


ctgcctttgg 


tgaggaggtg 


DO U 


gatgcagtag 


acacgggtat 


cagcagagag acctcctcgg 


acgttgcgct 


ggcgagccac 


•7 *5 n 


atccttactg cactgaggga 


gaagcaggct 


ccagagctga 




?a r*r* ^ /t 

UCayya u C ty 


1 Q A 


gagttggtta 


ccaaggaaga 


ccccaaagca 


ctggctgttg 


ccttgaactg 


ggacataaag 


840 


aagacggaga 


ctgttcagga 


ggcctgtgag 


cgggagctcg 


ccctgcgcct 


gcagcagacg 


900 


cagagcttgc 


attctctccg 


gagcatctca 


gcaagcaagg 


cctcaccacc 


tggtgacctg 


960 


cagaatccta 


agegagecag 


acaggateec 


acatag 






996 



<?i0> 3Q 

<211> 1207 

<212?> PRT 

<213> Homo sapiens 

<40Q* 30 

Met Leu Leu Thr Leu lie lie Leu Leu Pro Val Val Ser Lye Phe Ser 
15 10 15 

Phe Val Ser Leu Ser Ala Pro Gin His Trp Ser Cys Pro Glu Gly Thr 
20 25 30 



Leu Ala Gly Asn Gly Asn Ser Thr Cys Val Gly Pro Ala Pro Phe Leu 
35 40 45 

lie Phe Ser His Gly Asn Ser lie Phe Arg lie Asp Thr Glu Gly Thr 
50 55 60 

Asn Tyr Glu Gin Leu Val Val Asp Ala Gly Val Ser V<a lie Met Asp 
65 7Q 75 80 

Phe His Tyr Asn Glu Lys Arg lie Tyr Trp Val Asp Leu Glu Ar-g Gin 
85 90 95 

Leu Leu Gin Arg Val Phe Leu Asn Gly Ser Arg Gin Glu Arg Val Cys 
100 105 110 

Asn He Glu Lys Asn Val Ser Gly Met Ala He Asn Trp He Asn Glu 
115 120 125 

Glu Val He Trp Ser Asn Gin Gin Glu Gly He He Thr Val Thr Asp 
130 135 140 



*3U 



Met Lys Gly Asn Asn Ser His lie Leu Leu Ser Ala Leu Lys Tyr Pro 
145 150 155 160 



Ala Asn Val Ala Val Asp Pro Val Glu Arg Phe lie Phe Trp Ser Ser 
165 170 175 



Glu Val Ala Gly Ser Leu Tyr Arg Ala Asp Leu Asp Gly Val Gly Val 
180 185 190 



Lys Ala Leu Leu Glu Thr Ser Glu Lys lie Thr Ala Val Ser Leu Asp 
195 200 205 



Val Leu Asp Lys Arg Leu Phe Trp He Gin Tyr Asn Arg Glu Gly Ser 
210 215 220 



Asn Ser Leu lie Cys Ser Cys Asp Tyr Asp Gly Gly Ser Val His He 
225 230 235 240 



Ser Lys His Pro Thr Gin His Asn Leu Phe Ala Met Ser Leu Phe Gly 
245 350 255 

Asp Arg He Phe Tyr Ser Thr Trp Lys Met Lys Thr He Trp He Ala 
260 265 270 



Asn Lys His Thr Gly Lys Asp Met Val Arg He Asn Leu His Ser Ser 
275 280 285 



Phe Val Pro Leu Gly Glu Leu Lys Val Val His Pro Leu Ala Gin Pro 
290 295 300 



Lys Ala Glu Asp Asp Thr Trp Glu Pro Glu Gin Lys Leu Cys Lys Leu 
305 310 315 320 



Arg Lys Gly Asn Cys Ser Ser Thr Val Cys Gly Gin Asp Leu Gin Ser 

325 33Q 335 

His Leu Cys Met Cys Ala Glu Gly Tyr Ala Leu Ser Arg Asp Arg Lys 

340 345 350 



Tyr Cys Glu Asp Val Asn Glu Cys Ala Phe Trp Asn His Gly Cys Thr 
355 360 365 



Leu Gly Cys Lys Asn Thr Pro Gly Ser Tyr Tyr Cys Thr Cys Pro Val 
370 375 380 



Gly Phe Val Leu Leu Pro Asp Gly Lys Arg Cys His Gin Leu Val Ser 
385 390 395 400 



-32* 



Cys Pro Arg Asn Val Ser Glu Cys Ser His Asp Cys Val Leu Thr Ser 
405 410 415 



Glu Gly Pro Leu Cys Phe Cys Pro Glu Gly Ser Val Leu Glu Arg Asp 
420 425 430 

Gly Lys Thr Cys Ser Gly Cys Ser Ser Pro Asp Asn Gly Gly Cys Ser 
435 440 445 



Gin Leu Cys Val Pro Leu Ser Pro Val Ser Trp Glu Cys Asp Cys Phe 
450 455 460 



Pro Gly Tyr Asp Leu Gin Leu Asp Glu Lys Ser Cys Ala Ala Ser Gly 
465 470 475 480 



Pro Gin Pro Phe Leu Leu Phe Ala Asn Ser Gin Asp lie Arg His Met 
485 490 495 

His Phe Asp Gly Thr Asp Tyr Gly Thr Leu Leu Ser Gin Gin Met Gly 
500 505 510 

Met Val Tyr Ala Leu Asp His Asp Pro Val Glu Asn Lys lie Tyr Phe 
515 520 525 

Ala His Thr Ala Leu Lys Trp lie Glu Arg Ala Asn Met Asp Gly Ser 
530 535 540 



Gin Arg Glu Arg Leu lie Glu Glu Gly Val Asp Val Pro Glu Gly Leu 
545 550 555 560 

Ala Val Asp Trp He Gly Arg Arg Phe Tyr Trp Thr Asp Arg Gly Lys 
565 570 575 

Ser Leu He Gly Arg Ser Asp Leu Asn Gly Lys Arg Ser Lys He He 
580 585 590 



Thr Lys Glu Asn He Ser Gin Pro Arg Gly He Ala Val His Pro Met 
595 600 605 

Ala Lys Arg Leu Phe Trp Thr Asp Thr Gly He Asn Pro Arg lie Glu 
610 615 620 



-33- 



Ser Ser Ser Leu Gin Gly Leu Gly Arg Leu Val lie Ala Ser Ser Asp 
625 630 635 640 



Leu lie Trp Pro Ser Gly lie Thr lie Asp Phe Leu Thr Asp Lys Leu 
645 650 655 



Tyr Trp Cys Asp Ala Lys Gin Ser Val lie Glu Met Ala Asn Leu Asp 
660 665 670 



Gly Ser Lys Arg Arg Arg Leu Thr Gin Asn Asp Val Gly His Pro Phe 
675 ~ " ^ 680 685 



Ala Val Ala Val Phe Glu Asp Tyr Val Trp Phe Ser Asp Trp Ala Met 
690 695 700 



Pro Ser Val lie Arg Val Asn Lys Arg Thr Gly Lys Asp Arg Val Arg 
705 710 715 r 720 



Leu Gin Gly Ser Met Leu Lys Pro Ser Ser Leu Val Val Val His Pro 
725 730 735 



Leu Ala Lys Pro Gly Ala Asp Pro Cys Leu Tyr Gin Asn Gly Gly Cys 
740 745 750 



Glu His lie Cys Lys Lys Arg Leu Gly Thr Ala Trp Cys Ser Cys Arg 
755 760 765 



Glu Gly Phe Met Lys Ala Ser Asp Gly Lys Thr Cys Leu Ala Leu Asp 
770 775 780 



Gly His Gin Leu Leu Ala Gly Gly Glu Val Asp Leu Lys Asn Gin Val 
785 790 795 800 



Thr Pro Leu Asp lie Leu Ser Lys Thr Arg Val Ser Glu Asp Asn He 
805 810 815 



Thr Glu Ser Gin His Met Leu Val Ala Glu He Met Val Ser Asp Gin 
820 825 830 



Asp Asp Cys Ala Pro Val Gly Cys Ser Met Tyr Ala Arg Cys He Ser 
835 840 845 



Glu Gly Glu Asp Ala Thr Cys Gin Cys Leu Lys Gly Phe Ala Gly Asp 
850 855 860 



Gly Lys Leu Cys Ser Asp He Asp Glu Cys Glu Met Gly Val Pro Val 
865 870 875 880 



-34- 



Cys Pro Pro Ala Ser Ser Lys Cys lie Asn Thr Glu Gly Gly Tyr Val 
885 890 " 895 



Cys Arg Cys Ser Glu Gly Tyr Gin Gly Asp Gly lie His Cys Leu Asp 
900 905 ^ 910 

lie Asp Glu Cys Gin Leu Gly Val His Ser Cys Gly Glu Asn Ala Ser 
915 920 925 



Cys Thr Asn Thr Glu Gly Gly Tyr Thr Cys Met Cys Ala Gly Arg Leu 
930 935 940 



Ser Glu Pro Gly Leu He Cys Pro Asp Ser Thr Pro Pro Pro His Leu 
945 950 955 960 

Arg Glu Asp Asp His His Tyr Ser Val Arg Asn Ser Asp Ser Glu Cys 
965 970 975 

Pro Leu Ser His Asp Gly Tyr Cys Leu His Asp Gly Val Cys Met Tyr 
980 985 990 

He Glu Ala Leu Asp Lys Tyr Ala Cys Asn Cys Val Val Gly Tyr He 
995 1000 * 1005 

Gly Glu Arg Cys Gin Tyr Arg Asp Leu Lys Trp Trp Glu Leu Arg 
1010 1015 1020 

His Ala Gly His Gly Gin Gin Gin Lys Val He Val Val Ala Val 
1025 1030 1035 

Cys Val Val Val Leu Val Met Leu Leu Leu Leu Ser Leu Trp Gly 
1040 1045 1050 

Ala His Tyr Tyr Arg Thr Gin Lys Leu Leu Ser Lys Asn Pro Lys 
1055 1060 1065 

Asn Pro Tyr Glu Glu Ser Ser Arg Asp Val Arg Ser Arg Arg Pro 
1070 1075 1080 

Ala Asp Thr Glu Asp Gly Met Ser Ser Cys Pro Gin Pro Trp Phe 
1085 1090 1095 



Val Val lie Lys Glu His Gin Asp Leu Lys Asn Gly Gly Gin Pro 
1100 1105 1110 



Val Ala Gly Glu Asp Gly Gin Ala Ala Asp Gly Ser Met Gin Pro 
1115 " 1120 " * 1125 



Thr Ser Trp Arg Gin Glu Pro Gin Leu Cys Gly Met Gly Thr Glu 
1130 1135 1140 



Gin Gly Cys Trp lie Pro Val Ser Ser Asp Lys Gly Ser Cys Pro 
1145 1150 1155 



Gin Val Met Glu Arg Ser Phe His Met Pro Ser Tyr Gly Thr Gin 
1160 1165 1170 



Thr Leu Glu Gly Gly Val Glu Lys Pro His Ser Leu Leu Ser Ala 
1175 1180 1185 



Asn Pro Leu Trp Gin Gin Arg Ala Leu Asp Pro Pro His Gin Met 
1190 1195 1200 



Glu Leu Thr Gin 
1205 



<210> 31 

<211> 3624 

<212> DNA 

<213> Homo sapiens 

<400> 31 



atgctgctca 


ctcttatcat 


tctgttgcca 


gtagtttcaa 


aatttagttt 


tgttagtctc 


60 


tcagcaccgc 


agcactggag 


ctgtcctgaa 


ggtactctcg 


caggaaatgg 


gaattctact 


120 


tgtgtgggtc 


ctgcaccctt 


cttaattttc 


tcccatggaa 


atagtatctt 


taggattgac 


180 


acagaaggaa 


ccaattatga 


gcaattggtg 


gtggatgctg 


gtgtctcagt 


gatcatggat 


240 


tttcattata 


atgagaaaag 


aatctattgg 


gtggatttag 


aaagacaact 


tttgcaaaga 


300 


gtttttctga 


atgggtcaag 


gcaagagaga 


gtatgtaata 


tagagaaaaa 


tgtttctgga 


360 


atggcaataa 


attggataaa 


tgaagaagtt 


atttggtcaa 


atcaacagga 


aggaatcatt 


420 


acagtaacag 


atatgaaagg 


aaataattcc 


cacattcttt 


taagtgcttt 


aaaatatcct 


480 


gcaaatgtag 


cagttgatcc 


agtagaaagg 


tttatatttt 


ggtcttcaga 


ggtggctgga 


540 


agcctttata 


gagcagatct 


cgatggtgtg 


ggagtgaagg 


ctctgttgga 


gacatcagag 


600 


aaaataacag 


ctgtgtcatt 


ggatgtgctt 


gataagcggc 


tgttttggat 


tcagtacaac 


660 


agagaaggaa 


gcaattctct 


tatttgctcc 


tgtgattatg 


atggaggttc 


tgtccacatt 


720 



46, 



ap;fraaapafc:p. 


P a a ex a p a p/p a 
UdaCdCdyCd 


LOdUtcglitL 


fit tzt a o <■ /tt 4t /fifijn 

geaauyecee 


u t t u tggega 


/— * ^» 1^. m i— 4? Ol 

eeg^aceEEe 


/oO 


IdtlCaaCdt 


yy aaaaugaa 


gacaac c egg 


auagecaaca 


aacacactgg 


aaaggacatg 


84 0 


/~t 4~ 4— /*»* ^ a ^ #~ a 

yLLdyddLCa 


/*i 4- /«■« /«« ^ f- 4— /•« 


ah/*<af f fnf's 

dtCdL u cgea 


ccacttggtg 


aactgaaagt 


agtgcatcca 


n a r\ 

900 


LLtyCdl^ddC 


p p a a ppj p a p; a 

CLddyycdyd 


ay dtyaCdCC 


\~ of Of oi o* +^ Of 

cgggagcccg 


agcagaaacti 


ttgcaaat tg 


Q A 

960 


arrrtss a a^"*pra a 

aygaaaygaa 


ac ugcagcag 


cac ugugegu 


gggcaagacc 


tccagt caca 


cttgtgcatg 


1020 


uy uycayagy 


p/a +• a pp/p p p t* 

ydCdcyLCCL 


a a p+— ppt a /»*r ^ p 

ddytCydydC 


oi or Of of 4" ^ o< ^ 

eggaaguace 


Or ^ Of *^ Of ^ ^ y^f 

gugaagaugc 


taatgaatgt 


^ A O A 

1080 


yctututyyd 


atCacyyc eg 


Caccc ecggg 


tgtaaaaaca 


cccctggatc 


etattactge 


1140 


a pp t~ pjp p p ♦* pj 

dLytycccLy 


4- a rtna +-+-+- /-» 4- 

uayyau l. uy u 


4- /-^i 4* <~ — , 4- 4- m n 4> 

uClyCLlCCC 


Of ^ 4* Of Of Of ^ «^ 

gangggaaac 


gatgtcatca 


_ 4_ 4_. ^-_4_ 4_ 4_ _ _ 

acttgtttcc 


1200 


t*P;l"*ppapp;pa 
LytLCdLytd 


augegue tya 


augcagecau 


or **\ of pi »^ of f^ f* 

gaccgcgccc 


tgaeat caga 


aggfeecetta 


1260 




t. Ly dctyy uu 


ay uywL uydy 


a pr a Pr a *^ e*it*tt~t a 

agagaeggga 


aaacacgeag 


eggt tgt tec 


T "5 1 A 

1 0 




a t~ fr^f t 7, rrna fr* p 

ciuyy Lyyaty 


+-> ap/ppapvpf: p 
UdyctayCLC 


t^n^nh p p t» p 
tyCyuCCCLC 


4— 4^- -> m a 4- 

ucagcccagu 


atcetgggaa 


1 Q A 

lioO 


uyuycti_L.yuL. 


t* 1 1~ pp t~ ppp +~ a 
uULtLyyyLd 


f- p/25 pp a p a a 


p i* - p/»» a +^ /^r a a *i 

c uggacgaaa 


— \ Of y - ! fw Of f~ 

aaagc ugege 


agct tcagga 


*l A A A 

1440 


ppa pa a ppa t" 
vCaUddLwdL 


LCuLyCuytt 


4-» /rm /-\ -5 fc 4. « 4. 

cgecadtteu 


caagacauuC 


gaeacatgea 


i.4.f.4. M Al. _ _ _ 

ttttgatgga 


1 [-Aft 

1500 


a p a <r» a p 4- a +?■ « 

ciCcty <Aw- LciCy 


rta a p p ♦* ^tp 4" 

yddCtCuyCL 


cagecag cag 


atgggaatgg 


tttatgeeet 


agatcatgae 


1560 


CCCguyydda 


ataagatata 


ctt tgeccat 


acagccctga 


agtggataga 


gagagctaat 


1620 


a V 1 pjp/ a f" pp; 1~ 

ctcyy a. tyy t. c 


ppp a itp/^ ^ pf a 

CCCdyCydyd 


ddyyC C tdt C 


gaggaaggag 


tagatgtgcc 


agaaggtctt 


1680 


p; p t~ p t~ ptrt a/^t" 

y l. uy Lyy ac c 


Pf /*"f a *^ Pf PtP PPr 

ggac uggccg 


LdyaCLCcdL 


tggacagaca 


gagggaaatc 


4- jp« 4> x>, a 4— 4— 

tctgattgga 


1740 


a fTP/a p; t~ p;a t» t* 

y y y uy an. 


haaat* p/pp/a a 

Lddduyyydd 


a p/~»t~ p p q a ^ 

dCyLLCCadd 


acaac caeca 


aggagaacat 


ctctcaacca 


1800 


Prta p;p;a a t~ ♦* p/ 

uyayyaat. uy 


P fr* Pri" *^ p a 4~ pp 

CCyLLCdtCC 


aauggccaag 


agattattct 


ggactgatac 


agggattaat 


1860 


r^papp/a a t~ p; 

tLdwyddi, uy 


a a a p/+~ h p t" t - p 
dddyLtUUCC 


cc uccaaggc 


Of ^ T~ OTO* Ol rf-M 4^ VI 

cuuggccguc 


tggttatagc 


eagetctgat 


1920 


CCaatGcyyC 


ccaguggaac 


aacgactgac 


ttettaaetg 


aeaagttgta 


etggtgegat 


1980 


p/ppaapipapjt^ 
yLtddyLdyt 


p rra f- t- p a 

e eg t gat tga 


aauggceaac 


ctggacgguE 


eaaaaegecg 


aagaettace 


2 04 0 


pa P/a a t~ pja p; 

tay cid. cy a ty 


fr ^ /^«/^f /ri ^ /-^ /-^ 

t ayycCaCCG 


att tgetgta 


geagtgtttg 


aggatta^gt 


gtggttetea 


2100 


p 3 p;p;p;pfc a 

yau uyyyu La 


fs p;p p a te p a pir 

cy ctdc tdy u. 


^ 4y ^> or O o*ff ^ 

ddLddyaytd 


aacaagagga 


ctggeaaaga 


tagagtaegt 


2160 


p ^ p p a a p/pjp a 

w t,u wcid.yy L-d 


y cauy ctgaa 


gccctcatca 


etggttgtgg 


tteatecatt 


ggeaaaacca 


2220 


pp a PrP a a *^ <n 

gyagcagacc 


eccgcccaca 


teaaaaegga 


ggctgtgaae 


^ ^ 4_ 4» 4_ - - 

atatttgeaa 


aaagaggctt 


2280 


f**ff/"Y ^ y - "* ^ Off Ol fW 4»r 

yydaCt,yCut 


ggtgttcgtg 


tcgtgaaggt 


4r- 4- 4- V /~« m> ~ 

tttatgaaag 


cctcagatgg 


gaaaacgtgt 


2340 


ctggctctgg 


atggtcatca 


gctgttggca 


ggtggtgaag 


ttgatctaaa 


gaaccaagta 


2400 


acaccattgg 


acatcttgtc 


caagactaga 


gtgtcagaag 


ataacattac 


agaatctcaa 


2460 


cacatgctag 


tggctgaaat 


catggtgtca 


gatcaagatg 


actgtgctcc 


tgtgggatgc 


2520 


ageatgtatg 


cteggtgtat 


tteagaggga 


gaggatgeca 


eatgteagtg 


ttfcgaaagga 


2580 



tttgctgggg 


atggaaaact 


atgtfectgat 


atagatgaat 


gtgagatggg 


tgteeeagfeg 


2640 


tgcccccctg 


cctcctccaa 


gtgcatcaac 


accgaaggtg 


gttatgtctg 


ccggtgctca 


2700 


gaaggctacc 


aaggagatgg 


gattcactgt 


cttgatat tg 


atgagtgcca 


actgggggtg 


2760 


cacagctgtg 


gagagaatgc 


cagctgcaca 


aacacagagg 


gaggctatac 


ctgcatgtgt 


2 82 0 


gctggacgcc 


tgtctgaacc 


aggactgatt 


tgccctgact 


ctactccacc 


ccctcacctc 


2880 


agggaagatg 


accaccacta 


ttccgtaaga 


aatagtgact 


ctgaatgtcc 


cctgtcccac 


2940 


gatgggtact 


gcctccatga 


tggtgtgtgc 


atgtatattg 


aagcattgga 


caagtatgca 


3000 


tgcaactgtg 


utgt tggcta 


catcggggag 


cgatgtcagt 


accgagacct 


gaagtggtgg 


3060 


gaactgcgcc 


acgctggcca 


cgggcagcag 


cagaaggtca 


tcgtggtggc 


tgtctgcgtg 


3120 


gtggtgcttg 


tcatgctgct 


cctcctgagc 


ctgtgggggg 


cccactacta 


caggactcag 


^ 1 O A 

3180 


aagctgctat 


cgaaaaaccc 


aaagaatcct 


tatgaggagt 


cgagcagaga 


tgtgaggagt 


3240 


cgcaggcctg 


ctgacactga 


99 at 999 at 9 


tectcttgcc 


ctcaacettg 


gtttgtggtt 


3300 


ataaaagaae 


aceaagacct 


caagaatggg 


ggtcaaceag 


tggctggtga 


ggatggccag 


3360 


gcageagatg 


ggtcaatgca 


aceaacttca 


tggaggcagg 


agccceagtt 


atgtggaatg 


3420 


ggcacagagc 


aaggctgctg 


gattccagta 


tccagtgata 


agggctcctg 


tccccaggta 


3480 


atggagcgaa 


gctttcatat 


gccctcctat 


gggacacaga 


cccttgaagg 


gggtgtcgag 


3540 


aagccccatt 


ctctcctatc 


agctaaccca 


ttatggcaac 


aaagggccct 


ggacccacca 


3600 


caccaaatgg 


agctgactca 


gtga 








3624 



<210> 32 

<211> 191 

<Z12> PRT 

<?2J.3> Homo sapiens 

<400> 32 

Met Asn Phe Leu Leu Ser Trp Val His Trp Ser Leu Ala Leu Leu Leu 
I 5 10 15 

Tyr Leu His His Ala Lys Trp Ser Gin Ala Ala Pro Met Ala Glu Gly 
20 25 3Q 

Gly Gly Gin Asn His His Glu Val Val Lys Phe Met Asp Val Tyr Gin 
35 40 45 

Arg Ser Tyr Cys His Pro lie Glu Thr Leu Val Asp lie Phe Gin Glu 
50 55 60 

Tyr Pro Asp Glu lie Glu Tyr He Phe Lys Pro Ser Cys Val Pro Leu 
65 70 " 75 80 



48 



Met Arg Cys Gly Gly Cys Cys Asn Asp Glu Gly Leu Glu Cys Val Pro 
85 90 95 



Thr Glu Glu Ser Asn lie Thr Met Gin lie Met Arg He Lys Pro His 
100 105 110 



Gin Gly Gin His lie Gly Glu Met Ser Phe Leu Gin His Asn Lys Cys 
115 120 125 



Glu Cys Arg Pro Lys Lys Asp Arg Ala Arg Gin Glu Asn Pro Cys Gly 
130 135 " 140 



Pro Cys Ser Glu Arg Arg Lys His Leu Phe Val Gin Asp Pro Gin Thr 
145 150 155 160 



Cys Lys Cys Ser Cys Lys Asn Thr Asp Ser Arg Cys Lys Ala Arg Gin 
165 170 175 



Leu Glu Leu Asn Glu Arg Thr Cys Arg Cys Asp Lys Pro Arg Arg 
180 185 190 



<210> 33 

<211> 576 

<212> DNA 

<213> Homo sapiens 

<400> 33 



atgaactttc 


tgctgtcttg 


ggtgcattgg 


agccttgcct 


tgctgctcta 


cctccaccat 


60 


gccaagtggt 


cccaggctgc 


acccatggca 


gaaggagggg 


ggcagaatca 


tcacgaagtg 


120 


gtgaagttca 


tggatgtcta 


tcagcgcagc 


tactgccatc 


caatcgagac 


cctggtggac 


180 


atcttccagg 


agtaccctga 


tgagatcgag 


tacatcttca 


agccatcctg 


tgtgcccctg 


240 


atgcgatgcg 


ggggctgctg 


caatgacgag ggcctggagt 


gtgtgcccac 


tgaggagtcc 


300 


aacatcacca 


tgcagattat 


gcggatcaaa cctcaccaag 


gccagcacat 


aggagagatg 


360 


agcttcctac 


agcacaacaa 


atgtgaatgc 


agaccaaaga 


aagatagagc 


aagacaagaa 


420 


aatccctgtg 


ggccttgctc 


agagcggaga 


aagcatttgt 


ttgtacaaga 


tccgcagacg 


480 


tgtaaatgtt 


cctgcaaaaa 


cacagactcg 


cgttgcaagg 


cgaggcagct 


tgagttaaac 


540 


gaacgtactt 


gcagatgtga 


caagccgagg 


cggtga 






576 



-39- 



<210> 34 

<2ll> 175 

<212> PRT 

<213> Homo sapiens 

<400> 34 

Met Asp lie Ala lie His His Pro Trp lie Arg Arg Pro Phe Phe Pro 
1 5 10 15 

Phe His Ser Pro Ser Arg Leu Phe Asp Gin Phe Phe Gly Glu His Leu 
20 25 30 

Leu Glu Ser Asp Leu Phe Pro Thr Ser Thr Ser Leu Ser Pro Phe Tyr 
35 40 45 

Leu Arg Pro Pro Ser Phe Leu Arg Ala Pro Ser Trp Phe Asp Thr Gly 
50 55 60 

Leu Ser Glu Met Arg Leu Glu Lys Asp Arg Phe Ser Val Asn Leu Asp 
65 70 75 80 

Val Lys His Phe Ser Pro Glu Glu Leu Lys Val Lys Val Leu Gly Asp 
85 90 95 

Val He Glu Val His Gly Lys His Glu Glu Arg Gin Asp Glu His Gly 
100 105 110 

Phe He Ser Arg Glu Phe His Arg Lys Tyr Arg He Pro Ala Asp Val 
115 120 125 

Asp Pro Leu Thr He Thr Ser Ser Leu Ser Ser Asp Gly Val Leu Thr 
130 135 140 

Val Asn Gly Pro Arg Lys Gin Val Ser Gly Pro Glu Arg Thr He Pro 
145 150 155 160 

He Thr Arg Glu Glu Lys Pro Ala Val Thr Ala Ala Pro Lys Lys 
165 170 175 

<210> 35 

<211> 528 

<212> DNA 

<213> Homo sapiens 

<400> 35 

atggacatcg ccatccacca cccctggatc cgccgcccct tctttccttt ccactccccc 60 

agccgcctct ttgaccagtt cttcggagag cacctgttgg agtctgatct tttcccgacg 120 

tctacttccc tgagtccctt ctaccttcgg ccaccctcct tcctgcgggc acccagctgg 180 

-40- 



in +t fa r^t u /a r> /n in /rt 


gaetctcaga gatgegeefeg 


gagaaggaca 


ggttetetgt 


caacetggat 


4^U 


yLyddyCaCL 


tctccccaga 


ggaactcaaa 


gu uaaggugt. 


tgggagatgt 


gattgaggtg 




catggaaaac 


atgaagagcg 


ccaggatgaa 


catggtttca 


tctccaggga gttccacagg 


360 


aaataccgga 


tcccagctga 


tgtagaccct 


ctcaccatta 


cttcatccct 


gtcatctgat 


420 


ggggtcctca 


ctgtgaatgg 


accaaggaaa 


caggtctctg 


gccctgagcg 


caccattccc 


480 


atcacccgtg 


aagagaagcc 


tgctgtcacc 


gcagccccca 


agaaatag 




528 



<210> 36 
<211> 378 
<212> PRT 

<213> Drosqphila melanogaster 
<4Q0> 36 

Met Thr Met Ser Thr Asn Asn Cys Glu Ser Met Thr Ser Tyr Phe Thr 
15 10 15 



Asn Ser Tyr Met Gly Ala Asp Met His His Gly His Tyr Pro Gly Asn 
20 25 30 



Gly Val Thr Asp Leu Asp Ala Gin Gin Met His His Tyr Ser Gin Asn 
35 40 45 



Ala Asn His Gin Gly Asn Met Pro Tyr Pro Arg Phe Pro Pro Tyr Asp 
50 55 60 



Arg Met Pro Tyr Tyr Asn Gly Gin Gly Met Asp Gin Gin Gin Gin His 
65 70 75 80 



Gin Val Tyr Ser Arg Pro Asp Ser Pro Ser Ser Gin Val Gly Gly Val 
85 90 95 



Met Pro Gin Ala Gin Thr Asn Gly Gin Leu Gly Val Pro Gin Gin Gin 
100 105 110 



Gin Gin Gin Gin Gin Gin Pro Ser Gin Asn Gin Gin Gin Gin Gin Ala 
115 120 125 



Gin Gin Ala Pro Gin Gin Leu Gin Gin Gin Leu Pro Gin Val Thr Gin 
130 135 140 



Gin Val Thr His Pro Gin Gin Gin Gin Gin Gin Pro Val Val Tyr Ala 
145 150 155 160 



Ser Cys Lys Leu Gin Ala Ala Val Gly Gly Leu Gly Met Val Pro Glu 
165 170 175 

-41* 



Gly Gly Ser Pro Pro Leu Val Asp Gin Met Ser Gly His His Met Asn 
180 185 190 



Ala Gin Met Thr Leu Pro His His Met Gly His Pro Gin Ala Gin Leu 
195 200 205 



Gly Tyr Thr Asp Val Gly Val Pro Asp Val Thr Glu Val His Gin Asn 
210 215 220 



His His Asn Met Gly Met Tyr Gin Gin Gin Ser Gly Val Pro Pro Val 
225 230 235 240 

Gly Ala Pro Pro Gin Gly Met Met His Gin Gly Gin Gly Pro Pro Gin 
245 250 255 

Met His Gin Gly His Pro Gly Gin His Thr Pro Pro Ser Gin Asn Pro 
260 265 270 



Asn Ser Gin Ser Ser Gly Met Pro Ser Pro Leu Tyr Pro Trp Met Arg 

275 280 285 

Ser Gin Phe Gly Lys Cys Gin Glu Arg Lys Arg Gly Arg Gin Thr Tyr 

290 295 300 



Thr Arg Tyr Gin Thr Leu Glu Leu Glu Lys Glu Phe His Phe Asn Arg 
305 310 315 320 



Tyr Leu Thr Arg Arg Arg Arg lie Glu lie Ala His Ala Leu Cys Leu 
325 330 335 



Thr Glu Arg Gin He Lys He Trp Phe Gin Asn Arg Arg Met Lys Trp 
340 345 350 



Lys Lys Glu Asn Lys Thr Lys Gly Glu Pro Gly Ser Gly Gly Glu Gly 
355 360 365 



Asp Glu He Thr Pro Pro Asn Ser Pro Gin 
370 375 



<n%> 1137 

<213> Drosophila melanogaster 



atgacgatga 


gtacaaacaa 


ctgcgagagc 


atgacctcgt 


acttcaccaa 


ctcgtacatg 


60 


ggggcggaca 


tgcatcatgg 


gcactacccg 


ggcaacgggg 


tcaccgacct 


ggacgcccag 


120 


cagatgcacc 


actacagcca 


gaacgcgaat 


caccagggca 


acatgcccta 


cccgcgcttt 


180 


ccaccctacg 


accgcatgcc 


ctactacaac 


ggccagggga 


tggaccagca 


gcagcagcac 


240 


caggtctact 


cccgcccgga 


cagcccctcc 


agccaggtgg 


gcggggtcat 


gccceaggcg 


300 


cagaecaacg 


gtcagttggg 


tgttccccag 


cagcaacagc 


agcageagca 


aeagcectcg 


360 


cagaaceagc 


ageaaeagea 


ggcgcageag 


gccceaeagc 


aactgcagca 


geagctgceg 


420 


eaggtgaegc 


aacaggtgae 


acatccgeag 


eagcaacaae 


ageageccgt 


egfectaegee 


480 


agetgeaagt 


tgcaageggc 


cgttggtgga 


etgggtatgg 


ttceegaggg 


cggategcet 


540 


eegetggtgg 


ateaaatgte 


eggteaecae 


atgaacgcce 


agafcgaeget 


geeeeatcac 


600 


afcgggacate 


cgeaggegea 


gtfcgggetat 


aeggaegttg 


gagtteccga 


egtgaeagag 


660 


gtceatcaga 


accatcacaa 


eatgggeatg 


feaceagcagc 


agtegggagt 


teegceggtg 


720 


ggtgeeeeac 


ctcagggcat 


gatgcaccag 


ggceagggtc 


ctccaeagat 


geaccaggga 


780 


catcctggcc 


aacacacgcc 


tccttcccaa 


aacccgaact 


cgcagtcctc 


ggggatgccg 


840 


tctccactgt 


atccctggat 


gcgaagtcag 


tttggtaagt 


gtcaagaacg 


caaacgcgga 


900 


aggcagacat 


acacccggta 


ccagactcta 


gagctagaga 


aggagtttca 


ctteaatcgc 


960 


tacttgaccc 


gtcggcgaag 


gategagate 


gcceacgecc 


tgtgcctcae 


ggagcgeeag 


1020 


ataaagattt 


ggttecagaa 


tcggcgeatg 


aagtggaaga 


aggagaaeaa 


gaegaagggc 


1080 


gagcegggat 


ecggaggega 


aggegaegag 


ataaqaeeae 


eeaaeagtee 


geagtag 


1137 



<210> 38 

<211> 163 

s212> PRT 

<||35r Homo sapiens 

<400? 38 

Met Ser Glu Ser Gly Phe Lys Leu Leu Qys Gin Gys Leu Gly Phe Gly 
1 5 10 15 

Ser Gly His Phe Arg Cys Asp Ser Ser Arg Trp eys His Asp Asn Gly 
20 25 30 



Val Asn Tyr Lys lie Gly Glu Lys Trp Asp Arg Gin Gly Glu Asn Gly 
35 40 45 



Gin Met Met Ser Cys Thr Cys Leu Gly Asn Gly Lys Gly Glu Phe Lys 
50 55 60 



Cys Asp Pro His Glu Ala Thr Cys Tyr Asp Asp Gly Lys Thr Tyr His 
65 70 75 80 



Val Gly Glu Gin Trp Gin Lys Glu Tyr Leu Gly Ala lie Cys Ser Cys 
85 90 95 



Thr Cys Phe Gly Gly Gin Arg Gly Trp Arg Cys Asp Asn Cys Arg Arg 
100 105 110 



Pro Gly Gly Glu Pro Ser Pro Glu Gly Thr Thr Gly Gin Ser Tyr Asn 
115 120 125 



Gin Tyr Ser Gin Arg Tyr His Gin Arg Thr Asn Thr Asn Val Asn Cys 
130 135 140 



P^o lie Glu Cys Phe Met Prp Leu Asp Val Gin Ala Asp Arg Glu Asp 
145 150 155 ^ 160 

Ser Arg Glu 



<210> 39 

<2U> 492 

<212> DNA 

<213> Homo sapiens 

<400> 39 

atgtqtgaat caggctttaa actgttgtgc cagtgcttag getttggaag tggtcatttc 60 

agatgtgatt catctagatg gtgccatgac aatggtgtga actacaagat tggagagaag 120 

tgggaccgtc agggagaaaa tggccagatg atgagctgca catgtcttgg gaaeggaaaa 180 

ggagaattca agtgtgaccc tcatgaggca aegtgttatg atgatgggaa gacataccac 24 0 

gtaggagaac agtggcagaa ggaatatcte ggtgecattt gctcctgcac atgctttgga 300 

ggccagcggg gctggcgctg tgacaactgc cgcagacctg ggggtgaacc cagtcccgaa 360 

ggcactactg gccagtccta caaccagtat tctcagagat accatcagag aacaaacact 420 

aatgttaatt gcccaattga gtgcttcatg cctttagatg tacaggctga cagagaagat 480 

tccegagagt ag 492 



-44n 



<c210> 40 

<2H> 282 

<2X2> PRT 

<213> Homo sapiens 

<400> 40 

Met Arg Gly Met Lys Leu Leu Gly Ala Leu Leu Ala Leu Ala Ala Leu 
15 10 15 

Leu Gin Gly Ala Val Ser Leu Lys lie Ala Ala Phe Asn lie Gin Thr 
20 25 30 



Phe Gly Glu Thr Lys Met Ser Asn Ala Thr Leu Val Ser Tyr lie Val 
35 40 45 



Gin lie Leu Ser Arg Tyr Asp lie Ala Leu Val Gin Glu Val Arg Asp 
50 55 60 



Ser His Leu Thr Ala Val Gly Lys Leu Leu Asp Asn Leu Asn Gin Asp 
65 70 75 80 



Ala Pro Asp Thr Tyr His Tyr Val Val Ser Glu Pro Leu Gly Arg Asn 
85 90 95 



Ser Tyr Lys Glu Arg Tyr Leu Phe Val Tyr Arg Pro Asp Gin Val Ser 
100 105 110 

Ala Val Asp Ser Tyr Tyr Tyr Asp Asp Gly Cys Glu Pro Cys Gly Asn 
115 120 125 



Asp Thr Phe Asn Arg Glu Pro Ala lie Val Arg Phe Phe Ser Arg Phe 
130 135 140 



Thr Glu Val Arg Glu Phe Ala He Val Pro Leu His Ala Ala Pro Gly 

145 150 155 160 

Asp Ala Val Ala Glu He Asp Ala Leu Tyr Asp Val Tyr Leu Asp Val 
165 170 ~ " 175 



Gin Glu Lys Trp Gly Leu Glu Asp Val Met Leu Met Gly Asp Phe Asn 
180 185 190 

Ala Gly Cys Ser Tyr Val Arg Pro Ser Gin Trp Ser Ser He Arg Leu 
195 200 205 



Trp Thr Ser Pro Thr Phe Gin Trp Leu He Pro Asp Ser Ala Asp Thr 
210 215 220 



Thr Ala Thr Pro Thr His Cys Ala Tyr Asp Arg lie Val Val Ala Gly 
225 230 235 240 



Met Leu Leu Arg Gly Ala Val Val Pro Asp Ser Ala Leu Pro Phe Asn 
245 250 255 

Phe Gin Ala Ala Tyr Gly Leu Ser Asp Gin Leu Ala Gin Ala He Ser 
260 265 270 

Asp His Tyr Pro Val Glu Val Met Leu Lys 
275 280 

<210> 41 

<2ll> 849 

<212> DNA 

<213> Homo sapiens 

<400> 41 



atgaggggca 


tgaagctgct 


gggggcgctg 


ctggcactgg 


cggccctact 


gcagggggcc 


60 


gtgtccctga 


agatcgcagc 


cttcaacatc 


cagacatttg 


gggagaccaa 


gatgtccaat 


120 


gccaccctcg 


tcagctacat 


tgtgcagatc 


ctgagccgct 


atgacatcgc 


cctggtccag 


180 


gaggtcagag 


acagccacct 


gactgccgtg 


gggaagctgc 


tggacaacct 


caatcaggat 


240 


gcaccagaca 


cctatcacta 


cgtggtcagt 


gagccactgg 


gacggaacag 


ctataaggag 


300 


cgctacctgt 


tcgtgtacag gcctgaccag 


gtgtctgcgg 


tggacagcta 


ctactacgat 


360 


gatggctgcg 


agccctgcgg 


gaacgacacc 


ttcaaccgag 


agccagccat 


tgtcaggttc 


420 


ttctcccggt 


tcacagaggt 


cagggagttt 


gccattgttc 


ccctgcatgc 


ggccccgggg 


480 


gacgcagtag 


ccgagatcga 


cgctctctat 


gacgtctacc 


tggatgtcca 


agagaaatgg 


540 


ggcttggagg 


acgtcatgtt 


gatgggcgac 


ttcaatgcgg 


gctgcagcta 


tgtgagaccc 


600 


tcccagtggt 


catccatccg 


cctgtggaca 


agccccacct 


tccagtggct 


gatccccgac 


660 


agcgctgaca 


ccacagctac 


acccacgcac 


tgtgcctatg 


acaggatcgt 


ggttgcaggg 


720 


atgctgctcc 


gaggcgccgt 


tgttcccgac 


tcggctcttc 


cctttaactt 


ccaggctgcc 


780 


tatggcctga 


gtgaccaact 


ggcccaagcc 


atcagtgacc 


actatccagt 


ggaggtgatg 


840 


ctgaagtga 












849 



-46- 



<21Q> 42 

<?11> 360 

<212> PRT 

<213> Homo sapiens 

<400> 42 

Met lie Pro Leu Leu Leu Ala Ala Leu Leu Cys Val Pro Ala Gly Ala 
15 10 15 



Leu Thr Cys Tyr Gly Asp Ser Gly Gin Pro Val Asp Trp Phe Val Val 
20 25 30 



Tyr Lys Leu Pro Ala Leu Arg Gly Ser Gly Glu Ala Ala Gin Arg Gly 
35 40 45 



Leu Gin Tyr Lys Tyr Leu Asp Glu Ser Ser Gly Gly Trp Arg Asp Gly 
50 55 " 60 



Arg Ala Leu lie Asn Ser Pro Glu Gly Ala Val Gly Arg Ser Leu Gin 
65 70 75 80 



Pro Leu Tyr Arg Ser Asn Thr Ser Gin Leu Ala Phe Leu Leu Tyr Asn 
85 90 95 



Asp Gin Pro Pro Gin Pro Ser Lys Ala Gin Asp Ser Ser Met Arg Gly 
100 105 110 



His Thr Lys Gly Val Leu Leu Leu Asp His Asp Gly Gly Phe Trp Leu 
115 120 125 

Val His Ser Val Pro Asn Phe Pro Pro Pro Ala Ser Ser Ala Ala Tyr 
130 135 140 



Ser Trp Pro His Ser Ala Cys Thr Tyr Gly Gin Thr Leu Leu Cys Val 
145 150 155 160 

Ser Phe Pro Phe Ala Gin Phe Ser Lys Met Gly Lys Gin Leu Thr Tyr 
165 170 1 ' 175 

Thr Tyr P??o Trp Val Tyr Asn Tyr Gin Leu Glu Gly lie Phe Ala Gin 
180 185 190 



Glu Phe Pro Asp Leu Glu Asn Val Val Lys Gly His His Val Ser Gin 
195 200 205 

Glu Pro Trp Asn Ser Ser lie Thr Leu Thr Ser Gin Ala Gly Ala Val 
210 215 220 



Phe Gin Ser Phe Ala Lys Phe Ser Lys Phe Gly Asp Asp Leu Tyr Ser 
225 230 235 240 



Gly Trp Leu Ala Ala Ala Leu Gly Thr Asn Leu Gin Val Gin Phe Trp 
245 250 255 



His Lys Thr Val Gly lie Leu Pro Ser Asn Cys Ser Asp lie Trp Gin 
260 265 270 



Val Leu Asn Val Asn Gin lie Ala Phe Pro Gly Pro Ala Gly Pro Ser 
275 280 285 



Phe Asn Ser Thr Glu Asp His Ser Lys Trp Cys Val Ser Pro Lys Gly 
290 295 300 



Pro Trp Thr Cys Val Gly Asp Met Asn Arg Asn Gin Gly Glu Glu Gin 
305 310 315 320 



Arg Gly Gly Gly Thr Leu Cys Ala Gin Leu Pro Ala Leu Trp Lys Ala 
325 330 335 



Phe Gin Pro Leu Val Lys Asn Tyr Gin Pro Cys Asn Gly Met Ala Arg 
340 345 350 



Lys Pro Ser Arg Ala Tyr Lys lie 
355 360 



<210> 43 

<211> 1083 

<212> DNA 

<213> Homo sapiens 












<400> 43 
atgatcccgc 


tgctgctggc 


agcgctgctg 


tgcgtccccg 


ccggggccct 


gacctgctac 


60 


ggggactccg 


ggcagcctgt 


agactggttc 


gtggtctaca 


agctgccagc 


tcttagaggg 


120 


tccggggagg 


cggcgcagag 


agggctgcag 


tacaagtatc 


tggacgagag 


ctccggaggc 


180 


tggcgggacg 


gcagggcact 


catcaacagc 


ccggaggggg 


cegtgggccg 


aagcctgcag 


240 


ccgctgtacc 


ggagcaacac 


cagccagctc 


gccttcctgc 


tctacaatga 


ccaacegcct 


300 


caacccagca 


aggctcagga 


ctcttccatg 


cgtgggcaca 


cgaagggtgt 


cctgctcctt 


360 


gaccacgatg 


ggggcttctg 


gctggtccac 


agtgtaccta 


acttccctcc 


accggcctcc 


420 


tctgctgcat 


acagctggcc 


tcatagcgcc 


tgtacctacg 


ggcagaccct 


gctctgtgtg 


480 


tcttttccct 


tcgctcagtt 


ctcgaagatg 


ggcaagcagc 


tgacctacac 


ctacccctgg 


540 


gtctataact 


accagctgga 


agggatcttt 


gcccaggaat 


tccccgactt 


ggagaatgtg 


600 



-48- 



fit? fOSJ a fY /TT (— f /-n r-i 

yuL*ctciyyy<-L. 


o /2> rr« a inert* a 


eeaagaacce 


tggaaeagea geafeeaeaefc 


jrj *35 *-i jei /•* ^ 

eacae^scag 




gccyyyyc uy 


+~ 4*" ^ /"t <"» a a /"*r 

U u CCCCoyay 


ctctyccaag 


ttcagcaaat 


ttggagatga 


CC uytaCuCC 


TOO 


ygccyy u ugg 


cay cay c ecu 


LyyuaCCoaC 


etgeaggtec 


agttctggca 


caaaaecy ca 


/ O 0 


yy CotCC tyG 


CCuCLadCty 


cccygacauc 


tggcaggtte 


tgaatgtgaa 


ccagatagct 


Q/l ft 


cLCCcuggac 


cagccggccc 


aagc t ccaac 


agcacagagg 


accactccaa 


atggtgcgtg 


y o o 


tccccaaaag 


ggccctggac 


ctgcgtgggt 


gacatgaatc 


ggaaccaggg 


agaggagcaa 


960 


cggggtgggg 


gcacactgtg 


tgcccagctg 


ccagccctct 


ggaaagcett 


ccagccgctg 


1020 


gtgaagaact 


accagccctg 


taatggcatg 


gecaggaage 


ccagcagagc 


ttataagatc 


1080 


taa 












1083 



<210> 44 

<211> 335 

<212> PRT 

<i?13> Homo sapiens 

<400> 44 

Met Asp hsn Ala Arg Met Asn Ser Fhe Leu Glu Tyr pro lie L§u §er 
I 5 1Q 15 



Ser Gly Asp Ser Gly Thr Cys Ser Ala Arg Ala Tyr Prq Ser Asp His 
20 25 30 

Arg lie Thr Thr Phe Gin Ser Cys Ala Val Ser Ala Asn Ser Cys Gly 
35 40 45 

Gly Asp Asp Arg Phe Leu Val Gly Arg Gly Val Gin He Gly Ser Pro 
50 55 60 

His His His His His His His His His His Pro Gin Pro Ala Thr Tyr 
65 70 75 80 

Gin Thr Ser Gly Asn Leu Gly Val Ser Tyr §er His Ser Ser Cys Gly 
85 90 95 

Pre Ser Tyr Gly Ser Gin Asn Phe Ser Ala Pro Tyr §er Pre Tyr Ala 
100 105 110 

Leu Asn Gin Glu Ala Asp Val Ser Gly Gly Tyr Pro Gin Cys Ala Pro 
115 120 135 

Ala Val Tyr Ser Gly Asn Leu Ser Ser Pro Met Val Gin His His His 
130 135 140 



His His Gin Gly Tyr Ala Gly Gly Ala Val Gly Ser Pro Gin Tyr He 
145 150 155 160 



His His Ser Tyr Gly Gin Glu His Gin Ser Leu Ala Leu Ala Thr Tyr 
165 170 175 

Asn Asn Ser Leu Ser Pro Leu His Ala Ser His Gin Glu Ala Cys Arg 
180 185 190 

Ser Pro Ala Ser Glu Thr Ser Ser Pro Ala Gin Thr Phe Asp Trp Met 
195 200 205 



Lys Val Lys Arg Asn Pro Pro Lys Thr Gly Lys Val Gly Glu Tyr Gly 
210 215 220 



Tyr Leu Gly Gin Pro Asn Ala Val Arg Thr Asn Phe Thr Thr Lys Gin 
225 230 235 240 



Leu Thr Glu Leu Glu Lys Glu Phe Hie Phe Asn Lys Tyr Leu Thr Arg 
245 250 255 



Ala Arg Arg Val Glu He Ala Ala Ser Leu Gin Leu Asn Glu Thr Gin 
260 265 270 

Val Lys lie Trp Phe Gin Asn Arg Arg Met Lys Gin Lys Lys Arg Glu 
275 280 285 

Lys Glu Gly Leu Leu Pro He Ser Pro Ala Thr Pro Pro Gly Asn Asp 
290 295 300 

Glu Lys Ala Glu Glu Ser Ser Glu Lys Ser Ser Ser Ser Pro Cys Val 
305 310 315 320 



Pro Ser Pro Gly Ser Ser Thr Ser Asp Thr Leu Thr Thr Ser His 
325 330 335 



<210> 45 

<211> 1008 

<212> DNA 

<213> Homo sapiens 

<40Q> 45 



atggaeaatg 


eaagaatgaa 


etcettectg gaataeeeea 


taettageag 


tggegaeteg 


60 


gggacctget 


eagcccgagc 


ctacccctcg gaccatagga 


ttacaacttt 


ecagtcgtge 


120 


gcggtcagcg 


ecaacagttg 


cggcggcgac gacegcttcc 


tagtgggcag gggggtgcag 


180 


atcggttcgc 


cccaccacca 


ccaccaceac eaceatcaec 


acccccagcc 


ggctaectac 


240 



40= 



cagacttccg ggaacctggg ggtgtcctac tcccactcaa gttgtggtcc aagctatggc 300 

tcacagaact tcagtgcgcc ttacagcccc tacgcgttaa atcaggaagc agacgtaagt 360 

ggtgggtacc cccagtgcgc tcccgctgtt tactctggaa atctctcatc tcccatggtc 420 

cagcatcacc accaccacca gggttatgct gggggcgcgg tgggctcgcc tcaatacatt 480 

caccactcat atggacagga gcaccagagc etggccctgg ctacgtataa taactccttg 540 

tcccctctcc acgccagcca ccaagaagcc tgtcgctccc ccgcatcgga gacatcttct 600 

ccagcgcaga cttttgactg gatgaaagtc aaaagaaacc ctcccaaaac agggaaagtt 660 

ggagagtacg gctacctggg tcaacccaac gcggtgcgca ccaacttcac taccaagcag 720 

ctcacggaac tggagaagga gttccacttc aacaagtacc tgacgcgcgc ccgcagggtg 780 

gagatcgctg catccctgca gctcaacgag acccaagtga agatctggtt ccagaaccgc 840 

cgaatgaagc aaaagaaacg tgagaaggag ggtctcttgc ccatctctcc ggccaccccg 900 

ccaggaaacg acgagaaggc cgaggaat cc tcagagaagt ccagctcttc gccctgcgtt 960 

ccttccccgg ggtcttctac ctcagacact ctgactacct cccactga 1008 

<210> 46 

<2U> 180 

<212> PRT 

<213> Homo sapiens 

<400> 46 

Met Gly lie Pro Met Gly Lys Ser Met Leu Val Leu Leu Thr Phe Leu 



Ala Phe Ala Ser Cys Cys lie AXa Ala Tyr Arg Pro Ser Glu Thr Leu 
20 25 ^ 30 

Cys Gly Gly Glu Leu Val Asp Thr Leu Gin Phe Val Cys Gly Asp Arg 
35 40 45 

Gly Phe Tyr Phe Ser Arg Pro Ala Ser Arg Val Ser Arg Arg Ser Arg 
50 55 60 

Gly lie Val Glu Glu Cys Cys Phe Arg Ser Cys Asp Leu Ala Leu Leu 
65 70 75 80 

Glu Thr Tyr Cys Ala Thr Pro Ala Lys Ser Glu Arg Asp Val Ser Thr 
85 90 95 

Pro Pyo Thr V$i Leu Pro Asp Asn Phe Pro Arg Tysr Pro Veil Gly Lys 
100 105 110 

-Si- 



Phe Phe Gin Tyr Asp Thr Trp Lys Gin Ser Thr Gin Arg Leu Arg Arg 
115 120 125 



Gly Leu Pro Ala Leu Leu Arg Ala Arg Arg Gly His Val Leu Ala Lys 
130 135 140 



Glu Leu Glu Ala Phe Arg Glu Ala Lys Arg His Arg Pro Leu He Ala 
145 150 155 ~ 160 



Leu Pro Thr Gin Asp Pro Ala His Gly Gly Ala Pro Pro Glu Met Ala 
165 170 175 



Ser Asn Arg Lys 
180 



<210> 47 

<211> 543 

<212> DNA 

<213> Homo sapiens 












<400> 47 
atgggaatcc 


caatggggaa 


gtcgatgctg 


gtgcttctca 


ccttcttggc 


cttcgcctcg 


60 


tgctgcattg 


ctgcttaccg 


ccccagtgag 


accctgtgcg 


gcggggagct 


ggtggacacc 


120 


ctccagttcg 


tctgtgggga 


ccgcggcttc 


tacttcagca 


ggcccgcaag 


ccgtgtgagc 


180 


cgtcgcagcc 


gtggcatcgt 


tgaggagtgc 


tgtttccgca 


gctgtgacct 


ggccctcctg 


240 


gagacgtact 


gtgctacccc 


cgccaagtcc 


gagagggacg 


tgtcgacccc 


tccgaccgtg 


300 


cttccggaca 


acttccccag 


ataccccgtg 


ggcaagttct 


tccaatatga 


cacctggaag 


360 


cagtccaccc 


agcgcctgcg 


caggggcctg 


cctgccctcc 


tgcgtgcccg 


ccggggtcac 


420 


gtgctcgcca 


aggagctcga 


ggcgttcagg 


gaggccaaac 


gtcaccgtcc 


cctgattgct 


480 


ctacccaccc 


aagaccccgc 


ccacgggggc 


gcccccccag 


agatggccag 


caatcggaag 


540 


tga 












543 



<210> 48 

<211> 59 

<212> PRT 

<213> Homo sapiens 

<400> 48 

Met Ala Glu Gly Glu lie Thr Thr Phe Thr Ala Leu Thr Glu Lys Phe 
15 10 15 



Asn Leu Pro Pro Gly Asn Tyr Lys Lys Pro Lys Leu Leu Tyr Cys Ser 
20 25 30 



Asn Gly Gly His Phe Leu Arg lie Leu Pro Asp Gly Thr Val Asp Gly 
35 40 45 



Thr Arg Asp Arg Ser Asp Gin His Asn Thr Lys 
50 55 

<210> 49 

<211> 180 

<212> DNA 

<213> Homo sapiens 

<400> 49 

atggctgaag gggaaatcac caccttcaca gccctgaccg agaagtttaa tctgcctcca 60 

gggaattaca agaagcccaa actcctctac tgtagcaacg ggggccactt cctgaggatc 120 

cttccggatg gcacagtgga tgggacaagg gacaggagcg accagcacaa caccaaatga 180 

<210> 50 
<2U> 102 
<212> PRT 

<213> Human immunodeficiency virus 
<400> 50 

Met Glu Pro Val Asp Pro Asn Leu Glu Pro Trp Asn His Pro Gly Ser 
15 10 15 

Gin Pro Gin Thr Pro Qys Asn Lys Gys Tyr Gys Lys His Gys Ser Tyr 
20 25 30 

His eys Leu Val Gys Phe Gin Thr Lys Gly Leu Gly lie Ser Tyr Gly 
35 40 45 

Arg Lys Lys Arg Arg Gin Arg Arg Ser Thr Pro Pro Ser Ser Glu Ser 
50 55 60 

His Gin Asn Pro Leu Ser Lys Gin Pro Leu Pro Gin Thr Arg Gly Asp 
65 70 75 80 

Gin Thr Gly Ser Glu Glu Gin Lys Lys Lys Val Glu Ser Lys Thr Glu 
85 90 95 

Thr Asp Pro Tyr Asp Trp 

ibo 



<210> 51 

<211> 30 

<212> DMA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 51 

gaattcgcag atctgagcca catcgagacc 



<210> 52 

<211> 37 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 52 

gtcgactcag accacctccg tgccggcctc ctggatc 



<210> 53 

<211> 32 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 53 

gaattcaagg ctaaagccgg agcaggetct ge 



<210> 54 

<21l> 36 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 54 

gtcgactcac ttcagggtct tcacgaaatc ttcccc 



<210> 55 

<211> 36 

<212> DNA 

<|13> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 55 

ggecgaatte aaggctaaag ecggageagg ctctgc 



-54- 



<uo> §6 

<211> 88 
<2±2> JDNA 

<213> Artificial Sequence 
<220> 

<223:> Synthetic 
<400> 56 

aattgtcgae ttatttttte qattteatge ggeggttefcg aaaeeaaatt ttaatetgge 
getteagggt etfceaegaaa tctteeee 



<210:> 57 

<21|> 16 

<:212> PRT 

<i%3> Artificial Sequence 
<22Q> 

<223> Synthetic 

<40Q> 57 

Arg Gin lie Lys lie Trp Phe Gin Asn Arg Arg Met Lys Trp Lys Lys 
I S 10 15 



<210:> 58 

<211> 36 

<212> PRT 

<213> Human immunodeficiency virus type 1 

<400> 58 

Gys Phe lie fh*? Lys Ala Leu Gly He Ser Tyr Gly Arg Lys Lys Arg 
1 5 10 15 



Arg Gin Arg Arg Arg Pro Pro (Sin Gly Ser Gin Thr His Gin Val Ser 
20 25 30 



Leu Ser Lys Gin 
35 



<:210:> 5? 

<21i> 14 

<212> PRT 

<?13> Artificial Sequence 
<;220> 

<223> Synthetic 

<400> 59 

Gly Arg Lys Lys Arg Arg Gin Arg Arg Arg Pro Pro $ln 6ys 
1 5 " 10 



<ZIQ> #9 
<2ll> i? 
<212> PRT 

<213> Human immunodeficiency virus type 1 
<400> 60 

Thr Arg Gin Ala Arg Arg Asn Arg Arg Arg Arg Trp Arg Glu Arg Gin 
15 X0 15 



Arg 



<210> 61 
<211> 21 
<212> PRT 

<2li> Artificial Sequence 
<220> 

<%23> Synthetic 
<400> 61 

Lys Glu Thr Trp Trp Glu Thr Trp Trp Thr Glu Trp Ser Gin Pro Lys 
15 10 15 



Lys Lys Arg Lys Val 
20 



<210> 62 

<2il> 7 

<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<:400> 62 

Pro Lys feys Lys £rg Lys Val 

1 "' ? 



<210:> 63 

*Hl> 9 

<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 63 

Pro Ala Ala Lys Arg Val Lys Leu Asp 
1 5 



<2%Q> 64 

<2U> 12 

<212> PRT 

<213> Human immunodeficiency virus type 1 

<40G> 64 

Gly Arg Lys Lys Arg Arg Gin Arg Arg Arg Ala Pro 
1 5 10 



<210> 


65 


<2U> 


8 


<212> 


PRT 


<213> 


Artificial 


<220> 




<223> 


Synthetic 


<400> 


65 



Pro Leu Leu Lys Lys He Lys Gin 
1 5 



<210> 


66 


<iii> 


8 


<212> 




<213> 


Artificial 


<220> 




<223> 


Synthetic 


<400> 


66 



Pro Pro Gin Lys Lys He Lys Ser 
1 5 



<210> 


67 


<2H> 


7 


<212> 


PRT 


<213> 


Artificial 


<220> 




<223> 


Synthetic 


<400> 


67 



Pro Gin Pro Lys Lys Lys Pro 
1 5 



47. 





0 O 


<m> 


9 


<2%2> 


PRT 


<213> 


Artificial 


<220> 




<223> 


Synthetic 


<400> 


68 



Ser Lys Arg Val Ala Lys Arg Lys Leu 



<210> 69 

<211> 5 

<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 69 

Gly Arg Arg Avg Arg 
I 5 



<21G> 


70 


<2li> 


155 


<212> 


PRT 


<213> 


Homo 


<400> 


70 


Met Ala Ala 


1 





10 15 



Gly Ser Gly Ala Phe Pro Pro Gly His Phe Lys Asp Pro Lys Arg Leu 
20 25 30 



Tyr Cys Lys Asn Gly Gly Phe Phe Leu Arg lie His Pro Asp Gly Arg 
35 40 45 



Val Asp Gly Val Arg Glu Lys Ser Asp Pro His lie Lys Leu Gin Leu 
50 55 60 



Gin Ala Glu Glu Arg Gly Val Val Ser lie Lys Gly Val Gys Ala Asn 
65 70 75 80 



Arg Tyr Leu Ala Met Lys Glu Asp Gly Arg Leu Leu Ala Ser Lys Cys 
85 90 95 



Val Thr Asp Glu Cys Phe Phe Phe Glu Arg Leu Glu Ser Asn Asn Tyr 
100 105 110 



-58* 



Asn Thr Tyr Arg Ser Arg Lys Tyr Thr Ser Trp Tyr Val Ala Leu Lys 
115 120 125 



Arg Thr Gly Gin Tyr Lys Leu Gly Ser Lys Thr Gly Pro Gly Gin Lys 
130 135 140 

Ala lie Leu Phe Leu Pro Met Ser Ala Lys Ser 
145 150 155 

<210> 71 

<211> 6757 

<212> DNA 

<213> Homo sapiens 



<. u \j > / 4- 

eggceccaga 


aaaccegagc 


gagtaggggg 


cggcgcgcag 


gagggaggag 


aactgggggc 


60 


gcgggaggct 


ggtgggtgtc 


gggggtggag 


atgtagaaga 


tgtgacgccg 


cggcccggcg 


120 


ggtgccagat 


tagcggacgg 


ctgcccgcgg 


ttgcaacggg 


atcccgggcg 


ctgcagcttg 


180 


ggaggcggct 


ctccccaggc 


ggcgtccgcg 


gagacaccca 


tccgtgaacc 


ccaggtcccg 


240 


ggccgccggc 


tcgccgcgca 


ccaggggccg 


gcggacagaa 


gagcggccga 


gcggctcgag 


300 


gctgggggac 


cgcgggcgcg 


gccgcgcgct 


gccgggcggg 


aggctggggg 


gccggggccg 


360 


gggccgtgcc 


ccggagcggg 


tcggaggccg 


gggccggggc 


cgggggacgg 


cggctccccg 


420 


cgcggctcca 


gcggctcggg 


gatcccggcc 


gggccccgca 


gggaccatgg 


cagccgggag 


480 


catcaccacg 


ctgcccgcct 


tgcccgagga 


tggcggcagc 


ggcgccttcc 


cgcccggcca 


540 


cttcaaggac 


cccaagcggc 


tgtactgcaa 


aaacgggggc 


ttcttcctgc 


gcatccaccc 


600 


cgacggccga 


gttgacgggg 


tccgggagaa 


gagcgaccct 


cacatcaagc 


tacaacttca 


660 


agcagaagag 


agaggagttg 


tgtctatcaa 


aggagtgtgt 


gctaaccgtt 


acctggctat 


720 


gaaggaagat 


ggaagattac 


tggcttctaa 


atgtgttacg 


gatgagtgtt 


tcttttttga 


780 


acgattggaa 


tctaataact 


acaatactta 


ccggtcaagg 


aaatacacca 


gttggtatgt 


840 


ggcactgaaa 


cgaactgggc 


agtataaact 


tggatccaaa 


acaggacctg 


ggcagaaagc 


900 


tatacttttt 


cttccaatgt 


ctgctaagag 


ctgattttaa 


tggccaeatc 


taatctcatt 


960 


tcacatgaaa 


gaagaagtat 


attttagaaa 


tttgttaatg 


agagtaaaag 


aaaataaatg 


1020 


tgtatagctc 


agtttggata 


attggtcaaa 


caatttttta 


tceagtagta 


aaatatgtaa 


1080 


ccattgtccc 


agtaaagaaa 


aataacaaaa 


gttgtaaaat 


gtatattctc 


ccttttatat 


1140 


tgcatctgct 


gttacccagt 


gaagcttacc 


tagagcaatg 


atctttttca 


cgcatttgct 


1200 


ttattcgaaa 


agaggctttt 


aaaatgtgca 


tgtttagaaa 


caaaatttct 


tcatggaaat 


1260 


catatacatt 


agaaaatcac 


agtcagatgt 


ttaatcaatc 


caaaatgtcc 


actatttctt 


1320 





c cagcecaea 


cgfc fetetaaa 


eatataaatg 


tgaatc taat 


caatteectt 


X3oU 


^ TV *T 4* 4** 4 ,b 4» "1 

CaLa^LtLCa 


uaatLCCCty 


gcagcccctc 


acgacagagc 


ttataaaaca 


gtcctgtgta 


1440 


aaCLyCtyya 


m /-.i. 4— — 4— *~ mi — 

agccctccca 


cagccaggcc 


aaccccgcca 


A A A) A1 A 4** +— A] 4^ «A 

aacccccccc 


■W* 4» ^ ^ A A A ^» A 

cgcacccaca 


1 f AA 

IbUU 


cayCayCayC 


/-» 4— — \ MM M M M, 4- M 

c caycaac cc 


^ y^r ^ *a» _a* 4^ m a ^ 

cgccggcgac 


<At A* Av A A 4* 4* /y 4* 

gggagecgea 


t» 4~ 4* ^« «A A A«W Xm 

cccccagccc 


tcgccaggtc 


156 0 


-i 4^ /— ^ a a- a ^ * 

dLtyayaCCC 


A 4— /-^ a> A *— ai a A 

acccacccac 


accccaagca 


ttcttcctgg 


caaaaatcta 


tggtgaatga 


162 0 


4— _. 4— /*T/*wy-i 4-4—4— 

ataLyyC Cll 


aggeggcaga 


cgacacacac 


atctgacttc 


ccaaaagccc 


caggacccgc 


1 /*oa 

lboO 


gtgctgttgc 


cgaatactca 


ggaeggaect 


gaaccccgac 


cccacaccag 


cccccccaaa 


174 0 


a V- 4* a) 4** y« y-*c 

aaCCLCtCya 


accgctgtgt 


cccctacgta 


aaaaaagaga 


tgtacaaatc 


MM4nM,MWMM4»4>. 

aataataatt 


T O f\ f\ 

180 0 


a /a a a\ ^ ^" f 1 4* t 

acaccttcay 


aaaccgtacc 


atcaaagat t 


ttcagttaaa 


gcagcatcac 


gtaaaggctc 


"1 O £ f\ 

1860 


aaaacactac 


cccaacaaag 


caaagccccc 


A A ^ A A) AAA 4* 4«- 

aacacaaacc 


ccccgccccg 


tggatatcaa 


iyz o 


gaaatcccaa 


aacactt cc c 


caccactgca 


aactcaagaa 


gcttttgaaa 


tgctgaatat 


1980 


C CC C ULyyCu 


gccacccgga 


ggcccaccca 


/A A> A* ^ A jA A 4* 4^ 

cccgcacacc 


tttggggtca 


gctctt t tta 


T A/1 A 

4. 04 0 


act tcttgct 


gccctccccc 


ccaaaaggta 


aaaatataga 


4-» 4w M«M M M M /W^ 

ttgaaaagee 


______ 4_4-4_4~ 

aaaacacttt 


2100 


gcacggccgc 


agttcct t tg 


t t tct tgaga 


taagattcca 


aagaacttag 


^4»4fn<\4>4<4rn4- 

actcacctcc 


2160 


t caacaccgs 


aatgctggag 


gtgc t cgacc 


agttt tcaag 


aaacctggaa 


tataaataat 


222 0 




aacaaagg ul 


cccacacccc 


acaaggcega 


4.4-4- t .4-m'<.m4>4» 

ccccccaacc 


aaaegcaaac 


T)OA 

2280 


tugtyLyyCa 


ggarccuc.au 


cgccaccaac 


acacccccgc 


ggctgctccc 


tctacacatc 


2 j40 


cay atyy tec 


ccccaaccgg 


f—w a) w 4^- 4* r^* 4^ 4» ~> 

gcccccccca 


accccgcgac 


gttctgecat 


tgtctcccaa 


*i /I A A 

2400 


— * +- m +» ±- 4> m, m»m# 

agcacccagg 


agaagccccc 


caaaaagecg 


ccttcctcta 


ccaccccgcc 


ggaaagcttc 


2460 


acaaLuycca 


cagacaaaga 


cccccgcccc 


aacacccgcc 


ctgcccccat 


4-4-4-4--,4-4-_,4_4_ 

cccccttgct 


2520 


tgtcaaatag 


caaacgacac 


ccgcccccgc 


M M. 4- M M J- M. L ^» 

agtaacccca 


ctggtgaaaa 


acatgeaaag 


2580 


-*\ a «• a mm a a a* ^ 

aagaggaagc 


cacagaaaca 


cgccccaatc 


cccacgcgcc 


gtgactgtag 


actgtcttac 


264 0 


CaCayaC Ly L 


cccacccacc 


ccccggacac 


M/q4-M4>4»M4>4-4> 

gcccccgccc 


tttccctcta 


acagctatgg 


2700 


r> n ri /"*■ ^ ^ /■"» a 4~ 

daaydtyCdu 


agaaagagca 


caacgcccca 


aaacacaagg 


cattcatctg 


ccacttctca 


2 /60 


attacatget 


gacttccctt 


acaattgaga 


4n 4- 4- M» Ml M> M M 4a> M 

tttgeccata 


ggttaaacat 


ggttagaaac 


2820 


aaccgaaagc 


ataaaagaaa 


aatetaggee 


gggtgcagtg 


gctcatgcct 


M4aiM4W4V>_iMiM4v _> 

acactccctg 


2880 


caetttggga 


ggecaaagea 


ggaggatege 


ttgagcccag 


gagttcaaga 


ceaacctggt 


2940 


gaaaccccgt 


ctctacaaaa 


aaacacaaaa 


aatagecagg 


catggtggcg 


tgtacatgtg 


3000 


gtctcagata 


cttgggaggc 


tgaggtggga 


gggttgatca 


cttgaggctg 


agaggtcaag 


3060 


gttgcagtga 


gecataateg 


tgccactgca 


gtccagccta 


ggcaacagag 


tgagactttg 


3120 


tctcaaaaaa 


agagaaattt 


tccttaataa 


gaaaagtaat 


ttttactctg 


atgtgcaata 


3180 



_ _ 4, 1_ i_ ,--4. 4. — 4- 

Ga^££gtitafc 


taaat=ttati£ 


_ 4_ 4_ 4_ _ _ _, i_ 

^Efe^aagafeg 




fce££a&afctg 


fca£aaaata,fe 


3240 


/*» ft% 0r% gr* 4p q ?\ /*m *r\ 4r 


gtt taaatgt 


x^i *n ^\ 4t 4* 4* 4*< 4r 4* 


teattatget 


ttgaaaaata 


attatgggga 


3300 


«i ^ 4-. /— » 4r f- 

aacdCdLg tt 


4* ow4~ 4~ 4— 4* «^ *•*> 

cgttat taaa 


ctcaccacta 


aagatagtag 


caetagtctt 


aaatttgata 


1 n £ f\ 

3360 


LaaCaCCt.CC 


4*? is 0 4- 4>- 4* 4~ 4" 

tadCLtyutC 


aaacguccac 


4-V4^4*a4>4-^i4>4r 

t t ttattCC t 


4» *\ 4* 4t 4w *s <-^k 

tacget tgaa 


aataaattat 


0 a 1 rs 
342 0 


si* ^ ^ ±* 

yyyy atccta 


4^ 4^ i**r 01 4* 4» 4* 

tt cagctc t t 


agtaccacta 


atcaaaagtt 


eggcatgtag 


ctcatgatet 


1 / on 
34 80 


atgctgtttc 


tatgtcgtgg 


aagcaccgga 


tgggggtagt 


gagcaaatct 


gecctgetca 


3540 


gcagtcacca 


tagcagctga 


ctgaaaatca 


geaetgectg 


agtagt tttg 


atcagtttaa 


3600 


/>* 4~ 4~ /*r ^ ^ 4" r^s /~« 

CttgaatCaC 


tddc tgaccg 


aaaac cgaati 


gggcaaataa 


gtget tt tgt 


ctccagagta 


-s r c r\ 


tgcgggagac 


ccttccaccc 


caagatggat 


at ttcttcce 


caaggattte 


aagatgaatt 


"3 "1 O A 

3720 


yaaaLUtLtd 


ateaagat ag 


4t r*r 4** /™r 4^ 4* 4^ *™» ^* 

tgegee tcaL 


4* 4* /■■» 4- 4^ j^v 4* ^ 4— 

tctgccgtat 


tt tttac tat 


tttaatatac 


3 /o0 


4r /^rt? o <** f ^ /"t o ^ 

ugLdayCCda 


actgaaacaa 


/rai 4^ 4; 4r 4~r or 4" 

eat tcgctgc 


4r 4* 4: 4r n /^f /^r 4— 4~ 

t t tataggc t 


tgaagaaeat 


aggaaaaaet 


1 q a r\ 
3 840 


aagaggt t t t 


~4_t_4-.4^4- =1 4-.4-4- 


t tgefegatga 


agagatatgt 


ttaaatatgt 


4» /vf +- 4- ^-4- A- 1_ 

tgtattgttt 


3900 




caggacaata 


afegaaatgga 


r^4- 4- 4- ^» 4^ 4- 4- 

gtttatatt z 


gt tat ttcta 


4. 4. 4- 4. —i, ^ _ i_ _ 

ttttgttata 


3960 


fcfc taataafca 


gaatfeagat t 


gaaataaaat 


ataatgggaa 


ataafeetgea 


gaatgtgggt 


4020 


fcfccefeggfcgt 


tteefcetgae 


tetagfegeac 


tgafegafeete 


tgataagget 


eagetgettfe 


4080 


atagt tctet 


ggctaatgea 


geagataefee 


feteefegeeag 


tggtaataeg 


attttttaag 


4140 


aaggcagt t t 


or4r oi r» ^ 4*" 4* ^ 

gteaat t t ta 


atcttgfegga 


taeetttata 


etettagggt 


attattttat 


4200 


acaaaageet 


tgaggattgc 


4- 4- <^»4- 4» 4- 


ctatatgaec 


etettgatat 


ttaaaaaaca 


4260 


ctatggataa 


caattcttca 


tttacctagt 


attatgaaag 


aatgaaggag 


tteaaaeaaa 


4320 


tgfcgtttccc 


agttaactag 


ggtttaetgt 


ttgagceaat 


ataaatgttt 


aaetgtttgt 


4380 


gatggcagta 


t tcctaaagt 


acattgeatg 


ttttcetaaa 


taeagagttt 


aaataattte 


4440 


— 1 4- -> -3 +- 4~ +r +»• 

agt-ddtCcuC 


a <or a 4r m a 4T 1 4r <**» 0 

agatgat tea 


4t 4t q 4? /n 4r 

get tea teat 


taagaatate 


4 v 4.4-4- / r< v f.4.4-4- — 

tt ttgt t t ta 


tgttgagtta 


A C A A 

4500 


/Tf <S «?| Or /"J O* 4^ ^ 

gaaacgect t 


catafeagaea 


tagfeetttea 


gaeeteta^t 


gteagtt tte 


— . 4- 4- 4- >~1 4- — . y~» M 4- 

att Eetaget 


4560 


gettteaggg 


f-tf-t-nt-nnnf- 

ccttatydat 


fefeteaggeaa 


agetttaafet 


feafeaetaage 


fetaggaagfea 


A C 1} A 

46?Q 


tggetaatge 


caaeggeagt 


tt^ttfeette 


t=t^aatteeae 


atgaetgagg 


eafeatafegat 


4680 


Gfcetgggfcag 


gfcgagfctgfcfc 


gtg^eaa^ea. 


eaagGjaefett. 


4_ 4. 4. i— 4. 4_ 4. 4- 4_ 4. 


aaagaaaaaa 


4740 


aggtagtgaa 


tttttaatca 


4. m 4- ~ ±~ i~ i- 
te^ggact^t 


aagaaggatt 


efeggagtata 


efcfcaggeetg 


4800 


aaattatata 


tatttggctt 


ggaaatgtgt 


ttttettcaa 


ttaeatetae 


aagtaagtac 


4860 


agctgaaatt 


cagaggaeec 


ataagagttc 


aeatgaaaaa 


aateaattea 


tttgaaaagg 


4920 


eaagatgcag 


gagagaggaa 


gecttgeaaa 


cetgeagaet 


getttttgee 


eaatatagat 


4980 


tgggtaaggc 


tgcaaaacat 


aagcttaatt 


ageteaeatg 


ctetgetctc 


aegtggcaee 


5040 





gfegagagaat 


taggefegfeag 


aaeaaatgge 




ageatfe^^^^ 




/"•/*• a /*< a ^ a ^ 


aucauCuuuu 


auaucaacag 


aagaacaagc 


acaaac uaag 


caaaaggeca 




a t* a o <t 4- -3 


«a a a f a a <^a 
yddduCdayd 


u uggcuagag 


auauaucuua 


a ugcaaucca 


4r 4* 4« 4» m 4? -3 4t /«• 

u uu ucugaug 


C O O A 




age eggccae 


auaauguacg 


CaCyyudCuC 


ugau u ugugu. 


O a a Q /*f 4>r 4" 4*> «a 

aaaaguu u ua 




3 a a 4- -n ~s ffw n 

daoaLCaoyC 


eecaageaca 


uggacau u u u 


uaa a uaa a a u 


a u u uaaagac 


aa uu uagaaa 


c *a >i r\ 


^ s** /ri 4-- 4- ~> 

autyCCCLda 


caccaccgcc 


ggctaaatag 


aataggggac 


atgeatat ta 


aggaaaaggt 


C /I A n 


/•■< *-* 4* ^t*i y^r *a ra *a 

CoLyyayaaa 


taatat tggt 


aticaaacaaa 


tacattgatt 


tgtcatgata 


cacattgaat 


546U 


tLydLCCddU 


agtttaagga 


ataggtagga 


aaatttggtt 


tctacttctc 


4» 4» 4- ^ /» 4» 

gatutcctgt 


552 0 


dddtCdyugd 


CdudddLddC 


uc u uagcu ua 


u u u cacat u u 


ecu ugrc u ua 


aat act gage 


neon 


ccdyLddyt u 


gcgccagggg 


au uau u uc cc 


aye ugagac u 


u uc u uauaug 


fa >*t fa 4*» ^ 4** y** ^ 

acacu u uacu 


bb4 U 


atyttLLydC 


4" 4»» « /-i 4~ y"» 4-- 

e ecc ugac ea 


u uaaaaauaa 


acag uagaaa 


CddL U U UCau 


aaagtgaaga 


o /uu 


dCLdLdtddL 


cacegceeea 


uaacugacu u 


fat'faf'a^f f 

uau udtdU u u 


au u ucaaagu 


V* ra 4* 4 p> 4» *a ^ *s 

ucauu uaaag 


0 7bU 


ftf?* ^ /rt 4- 4- 4- /^i 

yCtdCCattC 


auccccugeg 


acggaauggc 


caggaacu eg 


ttttctcata 


guutaattcc 


DOZU 


ddCadCdaLd 


4r? fa\^a?^ /"* /**w 4^ fa 4r 

uCoyuegcot 


ccaaaauaac 


4~ 4* 4? ^ ^ 4* /^i 4r 

cu u uaaugcu 


aaacuu uacu 


gatgtatafee 


roQfi 
DOOU 


UdddtJCuCCt. 


/f* /^i 4^" 4"? 4r /n f3 /^f ra 

CCLtuUCdyd 


GdydttdauC 


cagaagcag£ 


cataaaeaga 


agaataggtg 


c a A A 

Ob?4U 


/Tt 4r s 4r /tyI? 4r /?> /n 4t- 

ytatytceet 


a a 4r a 4r ^ 4jt 4r ^ 

aaegauae ua 


^ 4r /n 4s ^% 4* ffi ^ 

u u ucuacuaa 


tggaataaac 


tgtaafeatta 


gaaattatgc 


/T A A A 

oUUU 


CyuLddLtdL 


dLCdyCUCuy 


agguaau etc 


ugaaacgu uc 


agactcagtc 


ggaacaaatt 


C A A 

oUbU 


/~T/"ta O 3 2 (" f" f 3 

yyddaaLLLa 


aaececcaec 


cu uagcuaua 


aagcaagaaa 


gtaaacacat 


taatt tcctc 


6X20 


fa fa fa 4» ^ 4» 4» fa 


agccaac uaa 


aaatataaaa 


gatacacacc 


—i — > 4^ ^^nl>4-«i4< 

aatatcttct 


teaggctctg 


6180 


acaggcc ucc 


uggaaac u uc 


cacacau u u u 


teaactgeag 


tataaagtca 


gaaaataaag 


6240 


LUddCdCddC 


U UUCaC LddC 


acacacauau 


gtagat ttca 


caaaatccac 


ctataattgg 


C T A A 

6300 


tcaddyuyyL 


ugagaaua ua 


uuu u u uagua 


attgeatgea 


aaatttttct 


agcttccatc 


6360 


/>"«4-4»4r^"»4r/^/"* 4— 

CuuuCuCCCu 


cguu uCuuc u 


1 1 1 1 1 1 gggg 


gagctggtaa 


etgatgaaat 


cttttcccac 


6420 


euuuuCuCuu 


caggaaauau 


aagugguuuu 


gtttggttaa 


cgtgataeat 


tctgtatgaa 


6480 


ugaaaeauug 


gagggaaaca 


tctaetgaat 


uueugtaatt 


taaaafeattt 


tgctgetagt 


6540 


taaetatgaa 


eagatagaag 


aatcttaeag 


atgetgetat 


aaataagtag 


aaaafeataaa 


6600 


tttcatcact 


aaaatatgct 


attttaaaat 


ctatttccta 


tattgtattt 


etaatcagat 


6660 


gtattactct 


tattatttct 


attgtatgtg 


ttaatgattt 


tatgtaaaaa 


tgtaattget 


6720 


tttcatgagt 


agtatgaata 


aaattgatta 


gtttgtg 






6757 



,6%- 



<210> 72 

<211> 513 

<212> PRT 

<213> Homo sapiens 

<:400> 72 

Met Phe Ala Asp Arg Trp Leu Phe Ser Thr Asn His Lys Asp He Gly 
1 § 10 15 

Thr Leu Tyr Leu Leu Phe Gly Ala Trp Ala Gly Val Leu Gly Thr Ala 
20 25 30 



Leu Ser Leu Leu lie Arg Ala Glu Leu Gly Gin Pro Gly Asn Leu Leu 
35 40 45 



Gly Asn Asp His He Tyr Asn Val He Val Thr Ala His Ala Phe Val 
50 55 60 



Met lie Phe Phe Met Val Met Pro lie Met He Gly Gly Phe Gly Asn 
65 70 75 80 



Trp Leu Val Pro Leu Met lie Gly Ala Pro Asp Met Ala Phe Pro Arg 
85 90 95 

Met Asn Asn Met Ser Phe Trp Leu Leu Pro Pro Ser Leu Leu Leu Leu 
100 105 110 

Leu Ala Ser Ala Met Val Glu Ala Gly Ala Gly Thr Gly Trp Thr Val 
115 120 125 



Tyr Pro Pro Leu Ala Gly Asn Tyr Ser His Pro Gly Ala Ser Val Asp 
130 135 140 



Leu Thr He Phe Ser Leu His Leu Ala Gly Val Ser Ser He Leu Gly 
145 150 155 160 



Ala lie Asn Phe lie Thr Thr He He Asn Met Lys Pro Pro Ala Met 
165 170 175 

Thr Gin Tyr Gin Thr Pro Leu Phe Val Trp Ser Val Leu He Thv Ala 
180 185 190 

Val Leu Leu Leu Leu Ser Leu Pro Val Leu Ala Ala Gly He Thr Met 
195 200 205 

Leu Leu Thr Asp Arg Asn Leu Asn Thr Thr Phe Phe Asp Pro Ala Gly 
210 ~ 215 220 



.63. 



Gly Gly Asp Pro lie Leu Tyr Gin His Leu Phe Trp Phe Phe Gly His 
225 23Q 235 240 



Pro Glu Val Tyr lie Leu He Leu Pro Gly Phe Gly Met He Ser His 
245 250 255 



lie Val Thr Tyr Tyr Ser Gly Lys Lys Glu Pro Phe Gly Tyr Met Gly 
260 265 270 



Met Val Trp Ala Met Met Ser He Gly Phe Leu Gly Phe He Val Trp 
275 280 285 



Ala His His Met Phe Thr Val Gly Met Asp Val Asp Thr Arg Ala Tyr 
290 295 300 



Phe Thr Ser Ala Thr Met He He Ala He Pro Thr Gly Val Lys Val 
305 310 315 320 



Phe Ser Trp Leu Ala Thr Leu His Gly Ser Asn Met Lys Trp Ser Ala 
325 330 335 

Ala Val Leu Trp Ala Leu Gly Phe He Phe Leu Phe Thr Val Gly Gly 
340 345 350 



Leu Thr Gly He Val Leu Ala Asn Ser Ser Leu Asp He Val Leu His 
355 360 365 



Asp Thr Tyr Tyr Val Val Ala His Phe His Tyr Val Leu Ser Met Gly 
370 375 380 



Ala Val Phe Ala He Met Gly Gly Phe He His Trp Phe Pro Leu Phe 
385 390 395 400 



Ser Gly Tyr Thr Leu Asp Gin Thr Tyr Ala Lys He His Phe Thr He 
405 4X0 415 



Met Phe lie Gly Val Asn Leu Thr Phe Phe Pro Gin His Phe Leu Gly 
420 425 430 



Leu Ser Gly Met Pro Arg Arg Tyr Ser Asp Tyr Pro Asp Ala Tyr Thr 
435 440 445 



Thr Trp Asn lie Leu Ser Ser Val Gly Ser Phe He Ser Leu Thr Ala 
450 455 460 



Val Met Leu Met lie Phe Met He Trp Glu Ala Phe Ala Ser Lys Arg 
465 470 475 480 



-64- 



Lys Val Leu Met Val Glu Glu Pre Ser Met Asn Leu Glu Trp Leu Tyv 
485 490 495 



Gly (?ys Pro Pro Pyo Tyr His Thr Phe Qlu Qlu Fro Val Tyr Met Lye 
500 £05 510 



§er 



<210> 73 

<211> 1542 

<212> DNA 

<213> Homo sapiens 

<400> 73 



atgttcgceg 


accgttgact 


attctctaca 


aaccacaaag 


acattggaae 


actataccta 


60 


ttattcggcg 


catgagctgg 


agtcctaggc 


acagctctaa 


gcctccttat 


tcgagccgag 


120 


ctgggccagc 


caggcaacct 


tctaggtaac 


gaccacatct 


acaacgttat 


cgtcacagcc 


180 


catgcatttg 


taataatctt 


cttcatagta 


atacccatca 


taatcggagg 


ctttggcaac 


240 


tgactagttc 


ccctaataat 


cggtgccccc 


gatatggcgt 


ttccccgcat 


aaacaacata 


300 


agcttctgac 


tcttacctcc 


ctctctccta 


ctcctgctcg 


catctgctat 


agtggaggcc 


360 


ggagcaggaa 


caggttgaac 


agtctaccct 


cccttagcag 


ggaactactc 


ccaccctgga 


420 


gcctccgtag 


acctaaccat 


cttctcctta 


cacctagcag 


gtgtctcctc 


tatcttaggg 


480 


gccatcaatt 


tcatcacaac 


aattatcaat 


ataaaacccc 


ctgccataac 


ccaataccaa 


540 


acgcccctct 


tcgtctgatc 


cgtcctaatc 


acagcagtcc 


tacttctcct 


atctctccca 


600 


gtcctagctg 


ctggcatcac 


tatactacta 


acagaccgca 


acctcaacac 


caccttcttc 


660 


gaccccgccg 


gaggaggaga 


ccccattcta 


taccaacacc 


tattctgatt 


tttcggtcac 


720 


cctgaagttt 


atattcttat 


cctaccaggc 


ttcggaataa 


tctcccatat 


tgtaacttac 


780 


tactccggaa 


aaaaagaacc 


atttggatac 


ataggtatgg 


tctgagctat 


gatatcaatt 


840 


ggcttcctag 


ggtttatcgt 


gtgagcacac 


catatattta 


cagtaggaat 


agacgtagac 


900 


acacgagcat 


atttcacctc 


cgctaccata 


atcatcgcta 


tccccaccgg 


cgtcaaagta 


960 


tttagctgac 


tcgccacact 


ccacggaagc 


aatatgaaat 


gatctgctgc 


agtgctctga 


1020 


gccctaggat 


tcatctttct 


tttcaccgta 


ggtggcctga 


etggcattgt 


attagcaaac 


1080 


tcatcactag 


acatcgtact 


acacgacacg 


tactaegttg 


tagcteactt 


ccactatgtc 


1140 


ctatcaatag 


gagctgtatt 


tgccatcata 


ggaggcttca 


tteactgatt 


tcccctattc 


1200 


tcaggctaca 


ccctagacca 


aacctacgcc 


aaaatccatt 


tcactatcat 


attcatcggc 


1260 


gtaaatctaa 


ctttcttccc 


acaacacttt 


ctcggcctat 


ccggaatgcc 


ccgacgttac 


1320 



-65- 



teggactaee ccgatgeata eaecaeatga aaeateetat eatetgtagg cteatteatt 1380 

tctctaacag cagtaatatt aataattttc atgatttgag aagccttcgc ttcgaagcga 1440 

aaagtcctaa tagtagaaga accctccata aacctggagt gactatatgg atgcccceca 1500 

ccctaccaca cattcgaaga acccgtatac ataaaatcta ga 1542 

<210> 74 

<2il> 219 

<212> PRT 

<213> Homo sapiens 

<400> 74 

Met Ser Ser His Leu Val Glu Pro Pro Pro Pro Leu His Asn Asn Asn 
15 10 15 

Asn Asn Cys Glu Glu Asn Glu Gin Ser Leu Pro Pro Pro Ala Gly Leu 
20 25 , 30 

Asn Ser Ser Trp Val Glu Leu Pro Met Asn Ser Ser Asn Gly Asn Asp 
35 40 45 

Asn Gly Asn Gly Lys Asn Gly Gly Leu Glu His Val Pro Ser Ser Ser 
50 55 60 

Ser lie His Asn Gly Asp Met Glu Lys lie Leu Leu Asp Ala Gin His 
65 70 75 80 

Glu Ser Gly Gin Ser Ser Ser Arg Gly Ser Ser His Cys Asp Ser Pro 
85 90 95 

Ser Pro Gin Glu Asp Gly Gin He Met Phe Asp Val Glu Met His Thr 
100 105 110 

Ser Arg Asp His Ser Ser Gin Ser Glu Glu Glu Val Val Glu Gly Glu 
115 120 125 

Lys Glu Val Glu Ala Leu Lys Lys Ser Ala Asp Trp Val Ser Asp Trp 
130 135 140 

Ser Ser Arg Pro Glu Asn He Pro Pro Lys Glu Phe His Phe Arg His 
145 150 155 160 

Pro Lys Arg Ser Val Ser Leu Ser Met Arg Lys Ser Gly Ala Met Lys 
165 170 175 



kys Gly Gly He Phe Ser Ala. Glu PHe Leu Lys Val Phe lie Pe© Ser 
180 185 190 



Leu Phe Leu Ser His Val Leu Ala Leu Gly Leu Gly lie Tyr He Gly 
195 200 205 



Lys Arg Leu Ser Thv Pro Ser Ala Ser Thr Tyr 
21Q 215 



<310> 75 

<2H> 660 

<212> DNA 

<213> Homo sapiens 

<400> 7§ 



atgtegteee 


acctagtcga 


gecgeegecg ccectgcaea 


aeaacaaeaa 


caaetgegag 


60 


gaaaatgagc 


agtctetgcc 


cccgccggcc ggcctcaaca 


gttectgggt 


ggagctacec 


120 


atgaacagca 


gcaatggcaa 


tgataatggc aatgggaaaa 


atggggggct 


ggaacacgta 


180 


ccatectcat 


cctceatcea 


caatggagac atggagaaga 


ttettttgga 


tgeacaacat 


240 


gaateaggac 


agagtagtte 


eagaggeagt tcteaetgtg 


aeageeefete 


gecaeaagaa 


300 


gatgggeaga 


teatgtfctga 


tgtggaaatg eaeaeeagea 


gggaeeatag 


etetqagtea 


360 


gaagaagaag 


ttgtagaagg 


agagaaggaa g^egaggctt 


fcgaagaaaag 


tgeggaetgg 


420 


gtateagact 


ggtceagfcag 


aeecgaaaac atteeaeeea 


aggagtteca 


cttcagacac 


480 


ectaaaegtt 


ctgtgtettt 


aagcafcgagg aaaagtggag 


eeatgaagaa 


agggggtafct 


540 


ttetcegeag 


aatttctgaa 


ggtgttcatt ccatctctct 


tcctttetca 


tgttttggct 


600 


ttggggctag 


geatctatat 


tggaaagcga ctgagcacac 


cctctgccag 


cacctactga 


660 



<210;> 76 

<211> 194 

<212> PRT 

<213 > Homo sapiens 

<>400> 76 

Met Ser Gin Asn Gly Ala Pro Sly Met Gin Glu Glu Sey I^eu Qln Gly 
1 5 10 15 

Se£ Trp Val Glu Leu His Phe Sep Asn Asn gly Asn Gly Gly Sex Val 

Pro Ala §er Val Ser lie Typ Asn Gly Asp Met Glu Lys lie Leu Leu 
35 40 45 

Asp Ala Gin His glu Ser Gly Arg Ser Se^ tye Ser Sep His qys 
50 55 60 

.67, 



Asp Ser Pro Pro Arg Ser Gin Thr Pro Gin Asp Thr Asn Arg Ala Ser 
65 70 75 80 



Glu Thr Asp Thr His Ser He Gly Glu Lys Asn Ser Ser Gin Ser Glu 
85 90 95 



Glu. Asp Asp lie Glu Arg Arg Lye Glu Val Glu Ser He Leu Lye Lys 
1Q0 105 110 



Asn Ser Asp Trp lie Trp Asp Trp Ser Ser Arg Pro Glu Asn He Pro 

115 120 125 

Pro Lys Glu Phe Leu Phe Lys His Pro Lys Arg Thr Ala Thr Leu Ser 

130 135 140 



Met Arg Asn Thr Ser Val Met Lys Lys Gly Gly He Phe Ser Ala Glu 
145 150 155 160 



Phe Leu Lys Val Phe Leu Pro Ser Leu Leu Leu Ser His Leu Leu Ala 
165 170 175 

Jle Gly Leu Gly lie Tyr lie Giy Arg Arg Leu Thr Thr S§r Th?? Ser 
180 185 190 

Thr Phe 



<210> 77 

*2U? 585 

<212> DNA 

<213> Hgmo sapiens 

<400> 77 

atgtegcaga acggagcgcc cgggatgcag gaggagagec tgcagggctc ctgggtagaa 60 

ctgcacttca gcaataatgg gaacgggggc agcgttccag cctcggtttc tatttataat 120 

ggagacatgg aaaaaatact gctggacgca cagcatgagt ctggacggag tagctccaag 180 

agctctcact gtgacagccc acctcgctcg cagacaccac aagataccaa cagggcttct 240 

gaaacagata cccatagcat tggagagaaa aacagctcac agtctgagga agatgatatt 300 

gaaagaagga aagaagttga aagcatcttg aagaaaaact cagattggat atgggattgg 360 

tcaagtcggc cggaaaatat tccccccaag gagttcctct ttaaacaccc gaagcgcacg 420 

gccaccctca gcatgaggaa cacgagegtc atgaagaaag ggggcatatt etetgcagaa 480 

tttctgaaag ttttccttcc atctctgctg ctetetcatt tgctggccat cggattgggg 540 

atetatattg gaaggcgtct gacaaeetec accagcacet tttga 585 

.68. 



<210> 78 

<211> 219 

<212> PRT 

<213> Homo sapiens 

<400> 78 

Met Glu Tyr Leu Ser Ala Leu Asn Pro Ser Asp Leu Leu Arg Ser Val 
1 5 10 15 

Ser Asn lie Ser Ser Glu Phe Gly Arg Arg Val Trp Thr Ser Ala Pro 
20 25 30 

Pro Pro Gin Arg Pro Phe Arg Val Cys Asp His Lys Arg Thr lie Arg 
35 40 45 



Lys Gly Leu Thr Ala Ala Thr Arg Gin Glu Leu Leu Ala Lys Ala Leu 
50 55 60 



Glu Thr Leu Leu Leu Asn Gly Val Leu Thr Leu Val Leu Glu Glu Asp 
65 70 75 80 



Gly Thr Ala Val Asp Ser Glu Asp Phe Phe Gin Leu Leu Glu Asp Asp 
85 90 95 



Thr Cys Leu Met Val Leu Gin Ser Gly Gin Ser Trp Ser Pro Thr Arg 
100 105 110 



Ser Gly Val Leu Ser Tyr Gly Leu Gly Arg Glu Arg Pro Lys His Ser 
115 12Q 125 



Lys Asp He Ala Arg Phe Thr Phe Asp Val Tyr Lys Gin Asn Pro Arg 
130 135 140 



Asp Leu Phe Gly Ser Leu Asn Val Lys Ala Thr Phe Tyr Gly Leu Tyr 
145 150 155 160 



Ser Met Ser Cys Asp Phe Gin Gly Leu Gly Pro Lys Lys Val Leu Arg 
165 170 * 175 



Glu Leu Leu Arg Trp Thr Ser Thr Leu Leu Gin Gly Leu Gly His Met 
180 185 190 



Leu Leu Gly lie Ser Ser Thr Leu Arg His Ala Val Glu Gly Ala Glu 
195 200 ~ 205 



Gin Trp Gin Gin Lys Gly Arg Leu His Ser Ty* 
210 215 



=69, 



<210> 79 

<2ll> 660 

<21?> DNA 

<213> Homo sapiens 



<400> 79 
asryy ay tacc 


4— 4~* ^ /Tin +r /-» 

uctcdycuCL 


yddCCCCdy C 


gacccaccca 


ggtcagtatc 


taatataagc 


b U 


t" ^rrna t~ t~ ft 
utyy ay Ltuy 


y dcy y ciyyy c 


C cgydccucd 


yccccaccac 


cccagcgacc 


tttccgtgtc 


X Z u 


Cy tyd LLd^a 


dy t-yy»CLd C 


ccyydddyyc 


ccy a cay ccy 


ccacccgcca ggagctgcta 


1 Q C\ 
X O U 




cgy dy d.cccc 


accgccgaac 


ggagcgc caa 


ccctggtgct 


agaggaggat 


-) >1 A 

z4 U 


ggaactgcag 


tggacagtga 


ggacttcttc 


cagctgctgg 


aggatgacac 


gtgcctgatg 


300 


gtgttgcagt 


ctggtcagag 


ctggagccct 


acaaggagtg 


gagtgctgtc 


atatggcctg 


360 


ggacgggaga 


ggcccaagca 


cagcaaggac 


atcgcccgat 


tcacctttga 


cgtgtacaag 


420 


caaaaccctc 


gagacctctt 


tggcagcctg 


aatgtcaaag 


ccacattcta 


cgggctctac 


480 


tctatgagtt 


gtgactttca 


aggacttggc 


ccaaagaaag 


tactcaggga 


gctccttcgt 


540 


tggacctcca 


cactgctgca 


aggcctgggc 


catatgttgc 


tgggaatttc 


ctccaccctt 


600 


cgtcatgcag 


tggagggggc 


tgagcagtgg 


cagcagaagg 


gccgcctcca 


ttcctactaa 


660 



<210> 80 
<21X> 242 

<2i2> prt 

<213> Artificial Sequence 
<2?0> 

<223> Synthetic 
<4Q0> 80 

Gin Val His Leu He Gin Ala Gly Pro Gly Leu Val Gin Fro Ser Gin 
15 10 15 



Ser Leu Ser He Thr Cys Thr Val Ser Gly Leu Ser Leu He Asn Tyr 
20 25 30 



Gly Val His Trp Val Arg Gin Ser Pro Gly Lys Gly Leu Glu Trp Leu 
35 40 ' 45 



Gly Val He Trp Ser Gly Gly Ser Thr Asp Tyr Asn Ala Ala Phe He 
50 55 60 



Ser Arg Leu Ser He Ser Lys Asp Asn Ser Lys Ser Gin Val Phe Phe 
65 70 75 80 



.70, 



Lys Met Asn Ser Leu Gin Gly Asn Asp Thr Ala lie Tyr Tyr Cys Ala 
85 90 95 



Arg Asn Ser Glu Leu Gly Ala Met Asp Tyr Trp Ala Gin Gly lie Ser 
100 105 110 



Val Thr Val Ser Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Gly 
115 120 125 



Gly Gly Gly Ser Asp lie Val Leu Thr Gin Ser Pro Ala Ser Leu Ala 
130 135 140 



Val Ser Leu Gly Gin Arg Ala Thr He Ser Cys Arg Ala Ser Lys Ser 
145 150 155 160 



Val Ser Thr Ser Gly Tyr Ser Tyr Met His Trp Asn Gin Gin Lys Pro 
165 170 175 



Gly Gin Pro Pro Arg Leu Leu He Tyr Leu Val Ser Asn Leu Glu Ser 
180 185 190 



Gly Val Pro Ala Arg Phe Ser Gly Ser Gly Ser Gly Thr Asp Phe Thr 
195 200 205 



Leu Asn He His Pro Val Glu Glu Glu Asp Ala Ala Thr Tyr Tyr Cys 
210 215 220 



Gin His He Arg Glu Ala Tyr Thr Phe Gly Gly Gly Thr Lys Leu Glu 
225 230 235 240 



lie Lys 



<no> 


81 


<2U> 


756 


<212> 


DNA 


<213> 


Artificial 


<220> 




<223> 


Synthetic 


<400> 


81 



gcaatactec atgggccagg tgcatctgat tcaggcgggc ccgggcctgg tgcagcegag 60 
ccagagcctg agcattacct gcaccgtgag cggcctgagc ctgattaact atggcgtgca 120 
ttgggtgcgt cagagcccgg gcaaaggcct ggaatggetg ggcgtgattt ggagcggcgg 180 



.71- 



1 



cayeaccgat 


a O a f"T /TT f"T 

tdLoaCyCyy 


/~r V" ♦» ^ a ^ ♦» a 

CyLtfcautay 


ccgtctgagc 


attagcaaag ataacagcaa 


"3 A A 
Z fk U 


aagccagg eg 


LLLtCCaaaa 


ugaacagcc t. 


gcagggcaac 


gataccgcga 


tttattattg 




cgcgcgcaac 


agcgaac ugg 


gcgcgaugga 


ttattgggcg cagggcatta gcgtgaccgt 




gagcagcggc 


ggcggcggca 


gcggcggcgg 


cggcagcggc 


ggcggcggca 


gcgacacL.gu 


A 0 H 
ft Z U 


gc tgacccag 


agcccggcga 


gcc uggcggt. 


gagcctgggc 


cagcgtgcga 


ccattagctg 


A Q A 
ft O U 


ccgcgcgagc 


•i a a a /t /-» #"«t ^ /-* a 

daadyCy uya 


gcaccagcgg 


ctatagctat 


atgcattgga 


accagcagaa 


Dfr U 


accgggccag 


ccgccgcgtc 


tgctgattta 


tctggtgagc 


aacctggaaa 


gcggcgtgcc 


600 


ggcgcgtttt 


agcggcagcg 


gcagcggcac 


cgattttacc 


ctgaacattc 


atccggtgga 


660 


agaagaagat 


gcggcgacct 


attattgcca gcatattcgt 


gaagcgtata 


cctttggcgg 


720 


cggcaccaaa 


ctggaaatta 


aactcgaggc 


atagcc 






756 



.72* 



